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PE®EPAT

JunjiomHas paéora: 35 c., 4 puc., 2 Ta6ma., 50 HICTOYHUKOB.

KaloueBble  ciaoBa:  Bupycosorus,  HUH(PEKIHMOHHBI  KOHTPOIIb,
OaxTepuodaru, ¢parorepanus, aHTHOMOTUKOPE3UCTEHTHOCTb.

Oo0BekT uccaenoBanus: 6akrepuodar Salmonella Markl.

Leab: BeIsABICHHE HOBBIX OaKTEpHO(aroB M MOCIEAYIONIAs XapaKTePUCTHKA
uX OMOJIOTMYECKUX CBOMCTB.

Metoabl HcCJHeI0BaHMA: METOJA Kalld JUIsl ONpPENENICHUs CHEeKTpa
JUTHYECKOTO AeicTBus Oakrtepuodara, metoy ['parma nns omnpeaeneHus TUTPA,
[TJIP®-anamu3, I11[P-ananus.

B xonme wuccnenoBaTenbCkoil pabOThl OblLIa MOJydYEHA 4YHUCTasl JIMHUSA
Oaktepuodara Markl, aktuBHOro B OTHOIICHHMH Oaktepuii poma Salmonella.
KoHTposb cnenupuyHOCTH MPOBOAWIM MPU MOMOIIM 3apaHee MOJArOTOBJIEHHOMN
KOJUIEKIIMU IITaMMOB OakTepuil kadeapbl MOJEKYJISIPHOH OHOJOTMU U Kadeapbl
MUKpPOOHOJIOTUHA OMOJIOTHYECKOrO (PaKysIbTeTa, a TaKke MAaTOT€HHBIX MITaMMOB
HNHcTtuTyTa 3KCniepuMenTanbHON BeTepuHapun nvenu C.H. Berimenecckoro.

Boinenennslii Hamu BHpyc Markl okazancs akTUBEH B OTHOILIECHHH
naToreHHeIXx ~ ImramMMmoB  Oaktepmii  E. coli A20 B39A,  S. enterica B112,
S. dublin B169, a naekc 4yBCTBUTEIILHOCTH HCCIICIOBAHHBIX KYJIbTYp paBeH 1.

[lo  pe3yapbraraM  MOJIEKYJIIPHO-TEHETUYECKOTO  aHajau3a  ObUIO
TIOJITBEPXKICHO HAIM4YME CalTOB y3HaBaHus pectpukTaz ECOR1 u HindIIl y JTHK
Mark1 u orcyTcTBUE cponcTBa K npaiiMmepam T4 u TS 6akrepuodaros. [lomydyennbie
JAaHHBIE TMO3BOJIMIIM POBECTH MEPBUYHYIO XapaKTEPUCTUKY F'€HOMa BUpYca.

baktepuoar Markl num3upoBam Bce TATOr€HHBIE IITAMMBI, YTO
MPEACTABIAET OCOOBIM HMHTEpEeC IJsl MCIOJb30BaHUS 3TOr0 BUpYCa B COCTaBe
areHTOB KOHTPOJIA OaKTepuaIbHbIX HH(EKIUH.



PODEPAT

Jbimiomuasi padora: 35 c., 4 MamoHki, 2 Ta0minel, S0 KPBIHII.

KuarouaBbisi c10BbI: Bipycasoris, 1HGEKIbIIHB KaHTPOJIb, al4yBaIbHACIH
OaKTIPBI 1a AaHTHIOIETHIKAY .

A0’exT nacaenaBans: 6axkrpeisipar Salmonella Mark1.

MbdTa pacienaBaHHs: BBIIYJICHHE HOBBIX OakTapbisidaray 1 HacTyIlHas
XapaKTapbICThIKA 1X O1SUTariYHBIX yIaciliBacIeH.

Metoabl AacjieqaBaHHA: META] KPOILUTL 711 BRI3HAYDHHS CIIEKTPY JIThIYHAra
n3esHHs OakTapbisidara, Meran ['paubis ans BbI3HAUPHHA THITpY, [1/IP®D-ananis,
[TIIP-anamis.

VY xon3ze pacnemuail mpaibl ObUla aTpbIMaHa YbICTas JiHIS OakTIpbiAdara
Markl, axTeiyHara § paublHeHHI na OakTIpblid poxy Salmonella. Kantposs
crenpi(iyHaCIll MOpaBOA3LIl 3 JamaMorail 3araj3s IMaJpbhIXTaBaHall KaJICKI[bIl
mramay OakTipblil Kadenpel manekyysgpHail Oisiorii 1 kadeapsl MikpaOisuiorii
OisutariyHara (akyJabTdTa, a TakcaMa MaTareHHbIXx Imramay [HCTheITyTa
’KCIIephIMEHTaNIbHAN BeTapbIHapbll iMa C. H. Brimaneckara.

Boinyuansl Hami Bipyc Mark]l BBISBIY akThIyHAaclb y aJHOCIHAX Ja
natareHHpIx  mramay — Oakmpeiii  E. coli A20 B39A,  S. enterica B112,
S. dublin B169, a inadkc aguyBabHACI JaciieIaBaHbIX KYJIbTYp cKiay 1.

[TaBoasie BbIHIKAY MasieKyJsipHa-TE€HEThIUHAra aHaji3y ObLUIO MalBep/KaHa
HasyHACIlb caiTtay pacnasHaBaHHs pacTtpbeikras ECORI 1 Hindlll y JHK
OakmIpbisipara Markl 1 aacyrtHacup cBadurBa ga npaiimepay T4 1 TS
OakTIpbisiparay. ['dTa ga3Bosina ganpe MNEpUIACHYHO XapaKTapbhICTBIKY T'€HOMY
Bipyca.

baktapeisapar Markl mi3ipaBay yce mnaTareHHbIs IITaMbl, WTO VAyisie
acaOJIiByI0 LIKaBaclb J/JI1 BBIKAPBICTAHHS TI3Tara BIpyca Y CKJIAJ3€ areHray
KAHTPOJIIO OAKTAPBISIBHBIX 1H(EKIBIN.



ABSTRACT

Thesis Work: 35 p., 4 figures, 2 tables, 50 sources.

Keywords: virology, infection control, bacterial sensitivity to antibiotics.

Object of Study: bacteriophage Salmonella Mark1

Aim: isolation of novel bacteriophages and subsequent characterization of
their biological properties.

Research Methods: spot method for determining the lytic spectrum of a
bacteriophage, Gratia's method for titer determination, RFLP analysis, PCR
analysis.

During the course of the research, a pure line of the Mark1 bacteriophage was
obtained, which is active against bacteria of the genus Salmonella. Specificity
control was carried out using a pre-prepared collection of bacterial strains from the
Department of Molecular Biology and the Department of Microbiology at the
Faculty of Biology, as well as pathogenic strains from the S.N. VVyshelessky Institute
of Experimental Veterinary Medicine.

The virus Mark1 isolated by us proved to be active against pathogenic strains
of bacteria E. coli A20 B39A, S. enterica B112, S. dublin B169, with a sensitivity
index of 1 for the studied cultures.

According to the results of molecular-genetic analysis, the presence of ECoR1
and HindlII restriction sites in the DNA of the Mark1 bacteriophage was confirmed,
and no affinity for the T4 and T5 bacteriophage primers was observed. This allowed
for a preliminary characterization of the viral genome.

The Mark1 bacteriophage lysed all pathogenic strains, which is of particular
interest for the use of this virus as an agent for the control of bacterial infections.



