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PE®EPAT

Junnomuas pabora 38 ctp., 2 puc., 8 Tabmn., 35 UCTOUYHUKOB.

KuaroueBble cioBa: Oaktepuodaru, cTpareruu Qarorepanuu, Mnpenaparsl
Salmonella Typhimurium u Escherichia coli.

O0bekT uccienoBanusi: bakrepuodaru E. coli u S. Typhimurium

Heanb: Co3nanne 6aHka U30J4TOB OakTeprnodaroB M UX XapaKTEPUCTHUKA.

Matepuanl u Metoabl: bakrepun E. coli u S. Typhimurium u3 xoiaekmu
Kadenpsl MOJEKyJISpHONW OuoNoruu U Kadeapbl MUKPOOHOJIOTHUM;, TMATOTCHHBIS
oakrepun E. coli A20 B39A, S. Typhimurium B112, Salmonella Dublin B169;
Oakrepuodarn E. coli m S. #Hyphimurium, koTopble OB BBIICICHBI B XOJE
JTUTUUIOMHOW pa0OThI; TMOJyYEHHE YHCTHIX JMHWN OakTepuodaroB; H3yUYCHHE
CneKTpa JJuTudeckoro nevictBus ¢aros; [11[P-ananu3 daros.

AHTHOMOTHUKOPE3UCTEHTHOCTD SIBJISIETCS TNI0OATBHOM TIpobIeMol B 061acTu
MEIUIMHBL. MHOrMe TmaToreHHble OakTepuh YCTOWYMBBI K OOJBIIMHCTBY
aHTHOMOTUKOB, HEKOTOPHIE YCTOMUYMBBI, OyKBaJbHO, KO BCEM HW3BECTHBIM.
AnbTEepHAaTUBON AaHTUMHUKPOOHBIM CpelCTBaM SBISAIOTCS Oaktepuodaru. Ha
CETOAHSIIHUANA JCHb W3BECTHBHI MHOTHE Pa3HOOOpAa3HbIE CTPATETUU MPUMEHEHUS
¢daroB B Tepanuu. bmaromapsi 0onbIIoOi BapHMAaTHBHOCTH METOJOB (haroTepamnuu
yKa3aHHasi Ipo0semMa MOXKET ObITh pelleHa.

HoBuzna wccnemoBaHus —3akilO4yaeTcs B CO3JaHUM W MEPBUYHOUN
XapaKTEPUCTUKE OaHKa M30JISATOB OaKTepruodaroB, aKTUBHBIX B oTHOIIEHUH E. Coli
u S. Typhimurium. B oTinuue OT CylIECTBYIOIIMX KOJIJIEKIMM, IaHHBIM OaHK
BKJIOUaeT JBa ¢ara ¢ Y3KUM CHEKTPOM JIMTUYECKOW aKTUBHOCTH, HE
NPOJACMOHCTPUPOBABIINX ~ AKTUBHOCTH TIPOTHB TPOBEPEHHBIX IMAaTOTEHHBIX
mrammoB E. coli A20 B39A, S. Typhimurium B112, S. Dublin B169.

Ha Texymmii MOMEHT pe3yJibTaThl HCCIEAOBAHMS HAXOASTCS Ha CTaJUU
byHAaMEHTAIBHBIX U MPUKIAJHBIX HAYYHBIX MCCIeA0BaHUM. [laHHBIE MaTepuabl
MOTYT OBITh UCIOJIb30BaHbl B JAIbHEUIINX paO0OTaxX, HAIIPaBICHHBIX HA U3yUYEHUE
MEXaHU3MOB B3aUMOJICUCTBUS (har-X03siMH, MOUCK HOBBIX (paroBbIX MpENnapaTroB U
pa3pabOTKy HOBBIX CTpaTeruit parorepanuu.

Jlnist peanu3zanuy NOTEHIMAIA CO3/IaHHOTO OaHKa M30JISITOB OakTepuodaros
PEKOMEHyeTCsl TPOBECTH TIOJHYIO0 XapaKTEepUCTUKY KaXKAOro oOBeKTa u3
CO3/1aHHOM KOJUIEKUMU U OLICHUTh JUTHYECKYIO aKTMBHOCTh (ParoB B OTHOIIEHUU
KOHKPETHBIX IMaTOreHoB iN Vitro u in vivo.



PODEPAT

Jpimomuas padora 38 crap., 2 mai., 8 tadi., 35 KpbIHiL.

KirouaBpisi ciaoBbl: Oakmpbisipari, crparasrii  ¢ararsparnii, Ip3mapaTsl
Salmonella Ttyphimurium 1 Escherichia coli.

A0'exT nacaenaBanHs: Oakapeisidari E. coli i S. Ttyphimurium

MbTta: CrBapsHHE OaHKa 13ay1aTay OakTIphIisdaray 1 iX xapakTapbICTHIKA.

Mampsisibl i Metaabl: bakmpei E. coli 1 S. Ttyphimurium 3 kanekipli
kadenpsl ManekyssipHail O1suToTil 1 Kadenpsl MiKpadisorii; maTareHHbIs 0aKTIPHIL
E. coli A20 B39A, S. Typhimurium B112, Salmonella Dublin B169; 6aktapsisidari
E. coliiS. typhimurium, sikist ObUTi BEUTyYaHBI ¥ XO/13€ ABITUIOMHAI MIPAIIbl; a4bICTKA
1 aTpbIMaHHE YBICTHIX JiHIM OakT3phiAdaray; BBHIByUIHHE CHEKTPY JIThIYHAra
n3esiHus ¢aray; [1JIP-anani3 daray.

AHTBIOIETRIKAPI3ICTIHTHACIL 3'symseria radanbHail nmpadnemail y raiiHe
MEJBIIBIHEL.  MHOTISI MaTareHHbISI OaKTAPBI  YCTOWIIBBISL Ja  OOJIBIIACITE
aHTHIOIETHIKAY, HEKATOPhIA YCTOMNIBBIA, JiTapadbHa, Ja YCIX BSIJAOMBIX.
AnpTopHaThIBall  aHTBIMIKPOOHBIM cpojakaM 3'synsdronua Oaktapeisidari. Ha
CEHHSUIHI J3€Hb BSJOMBIS MHOTISl pa3HACTalHBISL CTPATAril NPBIMIHEHHS (aray y
Topamii. J[3gKyroubl BsJIKail BapbIATBIYHAcIl MeTaaay Qarardpamil aan3eHas
npabsieMa MoXka ObII[b BbIpalllaHa.

Hapizna pgacnemaBanHs 3akirouaeniia Yy CTBapdHHI 1 TepriacHa
XapaKTapbICThIbl OaHKa 13a4Tay OakTIphisidaray, akTbIyHBIX y agHOCiHax na E.
coli 1 S. Typhimurium. Y anpo3HeHHE aJi iICHYIOYBIX KaJCKIbIA, MaJ3¢HbI OaHK
yKirodyae JaBa ari 3 BY3KIM CIHEKTpaMm JIIThIYHAW aKThIyHACI, SKisS He
NpaJ3MaHCTPaBaIl aKTHIYHACIII CyTpallb MPaBEepaHbIX MaTareHHbIX mramay E. coli
A20 B39A, S. Typhimurium B112, S. Dublin B169. YHikanpHaclb IIThIX i3a1saTay
naieppkaHa BbiHikami [1JIP-ananizy, ski makaszay, mITO SHbI HE aJIHOCSINIA J1a
HIbIpOKa pacnaycrokanbix T4- 1 TS-nmagoOHbIX daray.

Ha pnaazenbl MomaHT BBIHIKI JacielaBaHHS 3HAXOMA34Ila Ha CTaJbll
byHAaMEHTAIBHBIX 1 TMPBIKIAAHBIX HABYKOBBIX JaciiefaBaHHsy. Jlan3eHbis
MaTAPBISIIBI MOTYI[h OBIIb BBIKAPBICTAHBI ¥ JalIEUIIbIX paboTax, HaKipaBaHbIX Ha
BBIBYUDHHE MEXaHI3May y3aemaa3esiHHs (har-racraiapom, MOIIyK HOBBIX (haraBbIX
mpanaparay 1 pacrpanoyKy HOBBIX CTpaTarii ararapariii.

Jlnst poanizanpli TATAHIBIUTY CTBOpaHara OaHka i3aisTtay Oakrapeisidaray
pAKaMeH Iyela MpaBeciil MOYHYIO XapaKTapbhICThIKY KOKHara ab'ekra ca cTBopaHai
KaJICKIIBI1 1 allaHilb JITBIUHYIO aKThIyHAclh (aray y agHoCiHaxX Ja KaHKPITHBIX
narareHay in vitro i in vivo.



ABSTRACT

Diploma work: 38 pages, 2 figures, 8 tables, 35 references.

Keywords: Bacteriophages, phage therapy strategies, Salmonella
Typhimurium and Escherichia coli preparations.

Object of study: Bacteriophages E. coli and S. Typhimurium

Objective: Creation of a bank of bacteriophage isolates and characterization
of phages.

Materials and Methods: E. coli and S. Typhimurium bacteria from the
collection of the Department of Molecular Biology and the Department of
Microbiology; pathogenic bacteria E. coli A20 B39A, S. Typhimurium B112,
Salmonella Dublin B169E; bacteriophages E. coli and S. typhimurium that were
isolated during the thesis research; purification and obtaining pure lines of
bacteriophages; study of the spectrum of lytic activity of phages; PCR analysis of
phages.

Antibiotic resistance is a global problem in the field of medicine. Many
pathogenic bacteria are resistant to most antibiotics, some are resistant to virtually
all known ones. Bacteriophages are an alternative to antimicrobial agents. To date,
many diverse strategies for using phages in therapy are known. Thanks to the wide
variety of phage therapy methods, this problem can be solved.

The novelty of the research lies in the creation and initial characterization of
a bank of bacteriophage isolates active against E. coli and S. Typhimurium. Unlike
existing collections, this bank includes two phages with a narrow spectrum of lytic
activity, which did not show activity against the tested pathogenic strains E. coli A20
B39A, S. Typhimurium B112, S. Dublin B169. The uniqueness of these isolates is
confirmed by the results of PCR analysis, which showed that they do not belong to
the widespread T4- and T5-like phages.

Currently, the research results are at the stage of basic and applied scientific
research. This data can be used in future studies aimed at investigating phage-host
interaction mechanisms, searching for new phage preparations, and developing
novel phage therapy strategies.

To realize the full potential of the established bank of bacteriophage isolates,
it is recommended to conduct a comprehensive characterization of each object
within the collection and to evaluate the lytic activity of the phages against specific
pathogens in vitro and in vivo.



