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PE®EPAT

Junnomuas pabota, 44 ctpanuiibl, 6 pucyHkoB, 9 Tadmuil, 38 HCTOYHUKOB.

KawueBbie caoBa: ['MIIEPYPUKEMUS; TIOJAIT'PA, TEH ABCGZ2;
[TOJINMMOP®U3M; AJUJIOITYPUHOJI; TEHOTUIIMPOBAHME; PT-IILIP,
JTHK-MAPKEPBI.

O0bexT ucciaenoBanmsi: oOpasnbl TotambHOM JIHK xuTenelt pa3amdHbIX
reorpaguyeckux  permoHoB  bemapycu w3 koyuiekumu  JlabopaTopum
HEXPOMOCOMHOM HacieAcTBeHHOCTH MHctutyTa reHetuku u umtosnorun HAH

Pecny6nuku benapycs.
IIpeaMer ucciaeaoBaHusi: YaCTOTa BCTPEUYAEMOCTH ajUieJied W T€HOTHIIOB

C421A4 rs2231142 (Q141K) rena ABCG2.

Hear wuccaenoBaHusi. U3YUYECHHE pACHPENEIICHHUS YacTOT aJUieled u
reHotunoB Jokyca C421A4 (rs2231142, Q141K) rena ABCG2 cpeau HaceleHus
pa3HbIX reorpaduueckux peruoHoB Pecryonuku benapyce.

Metoas! uccaenoBanus: soeraenenue J\HK, usmepenune konnentpannu JJHK
C TnoMmolblo crnekrpodoromerpuu, pazpadorka JHK-mapkepoB u 30HAOB,
nocranoBka PT-IIL[P, moctpoeHne kapThl ¢ momolnbio mporpammbl «Golden
Software Surfer 7», craTucTHYECKHE METOIBI.

B pesynbrare npoBEJEHHOTO HCCIEAOBAHMS MOKA3aHO, YTO OOJBIIMHCTBO
nacenenus (85,55%) ummeer remotun GG (mommuaHTHash romosurota), 14,45%
MIPEJCTABUTENICH HCCeyeMOi BRIOOPKA UMEIOT B TEHOME PELIeCCUBHBIN ayiensb T
B FOMO- WJIM TeTepO3UroTHOM (Gopme (COOTBeTCTBeHHO, MX reHoturbl GT + TT).
[Tpu 3Tom romosurotsl o mytanuu (TT) nocrarouno peaxu (1,47%).

Takoke BBISIBIIEHBI pa3IMuMs B PACIPEACICHUH YaCTOT aJljieiel B pa3iMuHbIX
reorpapuyeckux pernoHax. Ha ocHoBaHuM »3Toro ObUla TOCTpOEHA KapTa
pacnpezenenus 4actoTel amuiens T mo teppuropun benapycu, 1eMOHCTpUpPYyOIIas
yBEJIMUEHHUE BCTpeuaeMocTH reHOoTunoB GT+TT oT meHTpa K IpaHuIlaM CTpaHBI.
MuHnuMalbHble 3HaYeHUs HaOromaroTcss B llentpamsHom peruone (10,2%), a
MaKkcHUMaJlbHbIe XapakTepHbl s nepudepun (18,4% B ceBepHOM pEervoHe U B
3anagnom Ilomecke).

Taxoke ObLJIO IPOBEIEHO CPABHEHUE YACTOTHI aJlJiesel, MOJIyYeHHBIX B XO/1€
UCCJIEIOBAHMUSI, C YACTOTaMH, XapaKTEepHbIMU AJi4 HaceneHus: EBponsl. Jlomns amnenu
G (mopma) B momynsuuu benapycu cocraBiaser 0,88, 4To MPUOIM3UTEIHHO
coBmajaeT ¢ obmieeBponeeiickor cratuctrkoi (0,89). To ke HaOmomaeTcs U B
otHouieHuu ayens T (MyTalus), 4acTOThl BCTPEYAEMOCTH KOTOPOTO COCTABIISIIOT
cootBeTcTBeHHO 0,12 cpenu Hacenenus bemapycu u 0,1 — B oOmieeBporneickoi
BBIOODKE.



PO®EPAT

JbimioMHast mpaua, 44 craposki, 6 ManmoHkay, 9 tadumii, 38 KpbIHIL.

Kawuaseia caossl: ['IIIEPYPBIKEMIS; TIAJJIATPA, TEH ABCGZ2;
[TAJIIMAP®I3M; AJIAITYPBIHOJI; TEHATBIIIIPABAHHE; PT-IIIP, JHK-
MAPKEPBEIL.

AO'exkt paciaemaBaHHsi: y3opsl TatanpbHail JIHK xbixapoy po3HBIX

rearpadgiunbix poriénay bemapyci 3 kamekiwli Jlabapatopeli HexpamacoMHain
cnaaublHHACI [HCThITYTa reHeThIK 1 1biTanoriit HAH PacnyOimiki benapyce.

IIpagMeT nacaegaBaHHsA: yacTara CycTpakaemaclll ajiefisy 1 TeHaThlinay
C421A rs2231142 (Q141K) rena ABCG2.

MbdTa facjielaBaHHsI: BBIBYUSHHE pa3MEpKaBaHHS 4YacTOT aleisty i
reHatbinay tokyca C421A4 (rs2231142, Q141K) rena ABCG2 csipon HacelbHILITBA

pO3HBIX Tearpadiunbix pariéHay Pacmy6umiki benapycek.
Meranbl faciaenasanns: seutyusHHe JIHK, Beimsipanne kanmpaTpansii JJHK

3 namamorail cmektpadoramerpsll, pacnpanoyka JHK-mapkepay 1 3o0Hmay,
nactanoyka PT-IILP, maOynoBa xaptsl 3 ganamoraii mparpamsl "Golden Software
Surfer 7", craTbICTEIYHBIA METABI.

Y BBIHIKY TmpaBeA3eHara JaclieflaBaHHs T[aKka3aHa, INTO OOJbIIACIb
HacenbHINTBA (85,55%) mae renarsin GG (maminanTHast romasirota), 14,45%
MpajCTayHIKOY JOciieIHal BbIOApKi Malollb Y T€HOME peliecCciyHbl anenb T y roma-
abo rerepasirotHaii ¢opme (aamaBemHa, ix reHarbinel GT + TT). Ipsr raTRIM
romasirotsl a mytanbii (TT) nactatkoBa paakis (1,47%).

Takcama BBIAYJIEHBI aJpO3HEHH] § pa3MepKaBaHHI 4acTOT ajelisay y pPO3HBIX
rearpadiunbix pori€éHax. Ha maacraBe r1aTara Obuia mnalynaBaHa —KapTa
pa3MepkaBaHHs dYacTaThl anenss T ma TIpeiTopeli bemapyci, skas IdMaHCTpye
naBeyiiydHHEe cyctpakaemacui reHarbinay GT+TT ag umpHTpa Aa Mex KpaiHbL
MinimManeHbIss 3HaudHHI Hazipawomua Y I[HtpaneueiM  poariéHe (10,2%), a
MaKCIMaJIbHBISI XapakTIpHbIA i nepbidepsii (18,4% y mayHouHBIM poriéne 1 Y
3axomnim [Tanecci).

Takcama ObUTO TIpaBe3€HA MapayHAHHE YacTaThl aJieisdy, aTphbIMaHBIX Yy
XO0/13€ Jaciie/laBaHHsl, 3 YaCTOTaMi, XapaKTIpHbIMI JiJ1st HacenbHinTBa Eypornbr. Jlomns
anem G (HopMma) y mamyJisinbli benmapyci ckianae 0,88, mto npeiOii3Ha cynagae 3
arynpHaeyparneiickail crateicTbikail (0,89). Toe x Hazipaeuua 1 ¥ agHoOciHax 1a
anensty T (MyTartipisi), 4aCTOThI CyCTpakaemacllii sIkora cKiajiaronp aanaseana 0,12
csipo HacenbHINTBa benapyci i1 0,1 — y arynpHaeypaneiickail BbIOApIIbI.



ABSTRACT

The diploma thesis, 44 pages, 6 figures, 9 tables, 38 sources.

Keywords: HYPERURICEMIA; GOUT, ABCG2 GENE;
POLYMORPHISM; ALLOPURINOL; GENOTYPING; RT-PCR, DNA
MARKERS.

Object of research: total DNA samples of residents of different geographical
regions of Belarus from the collection of the Laboratory of Non-chromosomal
Heredity of the Institute of Genetics and Cytology of the National Academy of

Sciences of the Republic of Belarus.
Subject of study: frequency of alleles and genotypes C421A rs2231142

(Q141K) of the ABCG2 gene.

Work purpose: study of the distribution of allele frequencies and genotypes
of the C421A locus (rs2231142, Q141K) of the ABCG2 gene among the population
of different geographical regions of the Republic of Belarus.

Research methods: DNA extraction, DNA concentration measurement using
spectrophotometry, development of DNA markers and probes, RT-PCR, mapping
using “Golden Software Surfer 77, statistical methods.

The study showed that the majority of the population (85.55%) has the GG
genotype (dominant homozygote), 14.45% of the representatives of the studied
sample have a recessive allele T in the genome in homo- or heterozygous form
(respectively, their genotypes are GT + TT). At the same time, homozygotes for the
mutation (TT) are quite rare (1.47%).

Differences in the distribution of allele frequencies in different geographic
regions were also revealed. Based on this, a map of the distribution of the T allele
frequency across the territory of Belarus was constructed, demonstrating an increase
in the occurrence of GT + TT genotypes from the center to the borders of the country.
The minimum values are observed in the Central region (10.2%), and the maximum
values are typical for the periphery (18.4% in the Northern region and in Western
Polesie).

A comparison of the allele frequencies obtained during the study was also
conducted with the frequencies typical for the population of Europe. The proportion
of the G allele (norm) in the population of Belarus is 0.88, which is approximately
the same as the general European statistics (0.89). The same is observed for the T
allele (mutation), which frequencies are 0.12 among the population of Belarus and
0.1 in the general European population.



