MHUHHUCTEPCTBO OBPA30OBAHUSA PECITYBJIMKHU BEJIAPYCH
BEJIOPYCCKHWIM I'OCYJAPCTBEHHBIA YHUBEPCUTET
BUOJIOTNMYECKUHA ®AKYJIBTET

Kadeapa muxkpoduosornu

TPOLIKMHA
Jnana BiagumupoBHa

OLHEHKA KOHTAMMHALNU SALMONELLA SPP. TUCTOBBIX
OBOIIENA OTKPBITOI'O U 3AKPBITOI'O I'PYHTA, PEAJIM3YEMBIX B
TOPI'OBBIX CETAX I'. MUHCKA

AHHOTAIMS K TUIVIOMHON padoTe

HayuHblii pyKOBOAUTEIIB:
KaHJIUJAT OMOJOTUYECKUX HAYK
A.T'. IlecusaxkeBuu

MuHnck, 2025



AHHOTALMSA

Junnomuas padora: 70 crpanu, 12 pucynkos, 20 tabnuil, 3 MpuUitoKeHUs,
56 UCNOJIb30BaHHBIX UCTOUYHUKOB.

SALMONELLA SPP., JIUCTOBBLIE OBOIIMY, KOHTAMHWHAILINA,
OTKPBITBI TPYHT, 3AKPBLITBIA TPYHT, MUKPOBUOJIOTMYECKUNA
AHAJIN3, TOPTOBBIE CETHU, MUHCK, CAJIAT, IIETPYIIKA, YKPOII,
ITTMHAT

OO0bekT McceeqoBaHusi: 00pa3Ilbl JIMCTOBBIX OBOINICH (canar, MeTpylika,
YKPOII, IITHWHAT), BEIPALIEHHBIX B OTKPBITOM U 3aKPBITOM I'PYHTE U PEATU3yEMBbIX B
TOPTOBBIX CETAX . MUHCKA.

Hean pabdoThl: olleHKa YpOBHSI KOHTaMUHALIMK Salmonella spp. B TUCTOBBIX
OBOIIIAX OTKPBITOTO U 3aKPBITOIO TPYHTA, PEATU3yeMBIX B TOPIOBBIX CETSIX T.
MuHcKa.

MeTtoanbl UCCJIeIOBAHMS: MUKPOOHOJIOTUYECKHE (BBIIIETICHHE,
KyJIbTUBUpOBaHUE, Ouoxumuueckas uneHtuduxanus Salmonella spp. Ha
CeleKTHBHBIX cpenax u ¢ nomombio API 20E), cratuctuueckue (Kputepuil Xu-
KBaJIpaT, aHAJIN3 OTHOCUTEIBLHOTO PUCKA).

Pesyabtatel: B 5,21% (23 wu3 441) oOpa3uoB JHCTOBBIX OBOIIEH,
peanu3yeMbIX B TOProBbIX ceTax TI. MuHcka, oOHapyxkeHa Salmonella spp.
HauOonpmias xontamuHanus ormeueHa B canate (7,76%). OBolM OTKPBHITOTO
rpyHTa KOHTaMHUHUPOBaHbI Salmonella spp. vamie (6,67%), 4yeM OBOIIU 3aKPHITOTO
rpyuta (3,70%). B nerHmii mepuoj HaOmromaeTcss yBEIMYEHHE KOHTaMUHAIUU
Salmonella spp. (7,48%). BbisgBieHbl TOMUHUpPYIOIIUE CcEepOTUNBL: Salmonella
Enteritidis  (34,78%) wu Salmonella Typhimurium (30,43%). BrblsiBiaeHsbI
CTATUCTUYECKM 3HAYUMBIE pa3linyusi B ypoBHE KOHTaMuHauuu Salmonella spp.
MEXIYy pa3HbIMHU BUAAMH JUCTOBBIX oBomeh (p < 0,05). AHanu3 OTHOCUTEIHLHOTO
pUCKa TIOKa3all, YTO BEPOATHOCTh OOHapyxeHusi Salmonella spp. B oBollax,
BBIpAIIICHHBIX B OTKPBITOM IpyHTE, B 1,8 pasa Boimie, yeM B 3akpbIToM (RR = 1,80;
95% OU: 1,02-3,17).

HoBu3Ha: mnpoBeneH CpaBHUTENbHBIA aHAIN3 YPOBHA KOHTAMHUHAIIMH
Salmonella spp. TUCTOBBIX OBOIIEH OTKPBHITOTO U 3aKPHITOTO TPYHTA B YCIOBUSX T.
MuHCKa, ¢ y4eTOM CE30HHOM JuHaMUKHU B riepuoji ¢ 2022 o 2024 roa. BeisiBieHbI
dakTopsl pucka 3apaxkeHus Salmonella spp. Ha »3Tamax NPOU3BOJCTBA U
peanu3aluu.

PexoMeHaaluM: KOHTPOJb KadecTBAa BOJBI JJisi TOJIMBA, ONTHUMHU3ALIUS
METOJIOB yJI0OpeHus, ycusieHne 00pbhObl C BpEAUTENISIMH, TTOBBIIICHUE CAHUTAPHOU
KyJIbTYpbl ~ Cpeld  pabOTHHKOB, COOJIIOJICHHE  YCIOBUH  XpaHEHUS U
TPAHCTIOPTUPOBKH, a TAKKE MPOCBEIIEHNE TOTPEOUTENCH.



AHATAILIBIS

Jpimuiomuas npama: 70 craponak, 12 mamronkay, 20 Tabumin, 3 magaTtki, 56
BBIKAPBICTAHBIX KPBIHIII.

SALMONELLA SPP., JICTABAS T'APOIAHIHA, KAHTAMIHALbIA,
AJKPBIThI T'PYHT, 3AKPbLIThI I'PYHT, MIKPABISUJIAITYHBI AHAJII3,
TAHJJIEBBIS CETKI, MIHCK, CAJIATA, IIATPYIIKA, KPOII, IITIIHAT

AO'eKT AacjiefaBaHHS: y30pbl JIICTaBOM TrapojiHIHBI (canara, MATPYIIKa,
KPOII, IIIiHAT), BEIPAIIYaHbIX Y aJIKPBITHIM 1 3aKPBITHIM TPYHIIE 1 KIS pIaji3yoIlia
¥ rafIéBBIX ceTkax r. MiHCKa.

MbsTa npaunbl: alpHKa Y3poyHIO KaHTaMmiHalwl Salmonella spp. y nicraBoit
rapojiHiHEe aJKphITara i 3aKpbiTara rpyHTy, AKis praii3yiolla ¥ raHi€BbIX ceTKax
r. MiHcka.

MeTaabl aacjeqaBaHHs: MiKpaOisjaridaeisa (BBUTyYdHHE, KYJbThIBaBaHHE,
OisixiMiuHast 11PHTHIQIKANBIA Salmonella spp. Ha CENEKTHIYHBIX acsApOIA3AX 1 3
naramoraii API 20E), cTaThICTBIUHBIA (KPBITIPBINA Xi-KBajpaT, aHalli3 aJHOCHAM
PBI3BIKI).

Boiniki: y 5,21% (23 3 441) y3opay sicTaBoi rapoHIHBI, SKisl pIaji3yroiia
Yy raHi€BeIX ceTkax T. MiHcka, BbisiyneHa Salmonella spp. HaiGonbias
KaHTaMiHaIplg aj3Hadyana ¥ canane (7,76%). ['apomniHa ajakpbiTara TPYHTY
KaHTtamiHaBaHa Salmonella spp. yacuei (6,67%), UbIM rapoiHIHA 3aKphITara rpyHTy
(3,70%). Y netHi nepbla Ha3ipaela rnaBeiiuydHHe KaHTamiHauel Salmonella spp.
(7,48%). Boiaynensl naminyiousls cepatbinibl: Salmonella Enteritidis (34,78%) 1
Salmonella Typhimurium (30,43%). BbIsiylieHbI CTaTHICTBIUHA 3HAYHBIS aJIPO3HEHH1
Ba V3poyHiI KaHTamiHalwll Salmonella spp. mamix pO3HBIMI BigaMi JIICTaBOU
rapojHiael (p < 0,05). Ananiz agHOCHa pBI3BIKI TMaka3ay, IITO BeparojHacllb
BbIsiYIIeHHs Salmonella spp. y Tapo/iHiHe, BhIpallluaHail y afkpbIThIM rpyHIe, y 1,8
paza BbIINI, uybIM Yy 3akpbIThM (RR = 1,80; 95% I1: 1,02-3,17).

Hagi3zna: mnpaBea3eHbl NapayHajdbHBl aHaNI3 Y3pOYHIO KaHTaMiHAI[bIi
Salmonella spp. y nicTaBoll rapo/iHiHE aJKphITara i 3aKkpbiTara rpyHTy Ba YMOBax T.
MiHcka, 3 yiikaM ce30HHal apiHamiki ¥ nepsisn 3 2022 ma 2024 roxa. Beisynens
dakTapsl pbI3bIKI 3apaxkdHHS Salmonella spp. Ha 3Tammax BHITBOPYACIII 1 pai3allblii.

Pakamenanpli: KaHTPOJIb SIKACII BaJIbl VISl MAJIIBY, allThIMI3allbld MeTajay
VYrHaeHHs, Yy3MallHeHHe OapambObl 3 IIIKOJHIKAMI, IIaBBIINIPHHE CaHITapHAM
KYJBTYpPBI CSApoa pabOTHIKAY, 3aXaBaHHE YMOY 3aXOYyBaHHs 1 TpaHCHAPIIpOYKi, a
TaKcaMa acBETa CHaXKbIYIIOY.



ANNOTATION

Thesis: 70 pages, 12 figures, 20 tables, 3 appendices, 56 references.

SALMONELLA SPP.,LEAFY VEGETABLES, CONTAMINATION, OPEN
FIELD, GREENHOUSE, MICROBIOLOGICAL ANALYSIS, RETAIL CHAINS,
MINSK, LETTUCE, PARSLEY, DILL, SPINACH

Subject of research: samples of leafy vegetables (lettuce, parsley, dill,
spinach) grown in open fields and greenhouses and sold in retail chains in Minsk.

Objective: to assess the level of Salmonella spp. contamination in leafy
vegetables from open fields and greenhouses sold in retail chains in Minsk.

Methods: microbiological (isolation, cultivation, biochemical identification
of Salmonella spp. on selective media and using API 20E), statistical (chi-square
test, relative risk analysis).

Results: Salmonella spp. was detected in 5.21% (23 out of 441) of leafy
vegetable samples sold in retail chains in Minsk. The highest contamination was
observed in lettuce (7.76%). Open field vegetables were more frequently
contaminated with Salmonella spp. (6.67%) than greenhouse vegetables (3.70%).
An increase in Salmonella spp. contamination was observed in the summer period
(7.48%). The dominant serotypes identified were Salmonella Enteritidis (34.78%)
and Salmonella Typhimurium (30.43%). Statistically significant differences were
found in the level of Salmonella spp. contamination between different types of leafy
vegetables (p < 0.05). Relative risk analysis showed that the probability of detecting
Salmonella spp. in vegetables grown in open fields is 1.8 times higher than in
greenhouses (RR = 1.80; 95% CI: 1.02-3.17).

Novelty: a comparative analysis of the level of Salmonella spp. contamination
in leafy vegetables from open fields and greenhouses in Minsk was carried out,
taking into account seasonal dynamics from 2022 to 2024. Risk factors for
Salmonella spp. infection at the stages of production and sale were identified.

Recommendations: control of water quality for irrigation, optimization of
fertilization methods, enhanced pest control, improved sanitary culture among
workers, adherence to storage and transportation conditions, and consumer
education.






