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AHHOTALIUA

Junmomuas pabora BkirodaeT: cTpanul] — 117, pucynkoB — 10, tabmaui — 19,
VCTOYHHUKOB — 77.

BAKTEPUUN-JECTPYKTOPBI, RHODOCOCCUS QINGSHENGII,
BUOJIOTMYECKM AKTUBHBIE METABOJIUTHI, AHTUMUKPOBHASA
AKTUBHOCTbH, CTUMYJINPVIOIIIAS POCT PACTEHUII AKTUBHOCTD,
BUONH®OPMAIIMOHHBIN AHAJIN3

OOBeKTOM HCCleOBaHUs SBJIAIOTCS Oakrepun Buga Rhodococcus
qingshengii — NEeCTPYKTOPHI YIJIEBOJOPOJOB HE(PTH M3 KOJUIEKIMH Kadeapsl
MUKPOOHUOJIOTHH.

Ilenb — BBIABICHUE AHTUMHUKPOOHON W CTUMYJHUPYIOIIEH POCT pacTeHUU
akTUBHOCTH Oaktepuit  Rhodococcus qingshengii A29-kl wu A52-5 wu
XapaKTEPUCTUKA TE€HETUYECKUX JETEPMHUHAHT, MOTCHIIMAIBHO OIPEACIISIONINX
JTAaHHBIE CBOMCTBA.

Meronpl uccnenoBaHusi: OWOUMHGOPMAIIMOHHBIE, MHUKPOOHOJIOTHYECKHE,
OMOXUMUYECKUE.

B pesynbrate = OMOMHGOPMAIIMOHHOTO  aHAIM3a  HYKJICOTUIHOM
MOCJICI0BATEILHOCTH XpOMOCOMBI OakTepuii R. gingshengii A29-k1 BwisiBneHo 18
JIOKYCOB, OINpPEACNAIONINX CUHTE3 BTOPUUYHBIX MeTaboiauToB. M3 HuX 8 10KycoB
obOecrieunBaetr cuHte3 HepubocomanbHbIX mnentuaoB (HPII), 2 — monmkeTuaHbIX
COCIMHEHMM, 8 — 3a CHHTE3 JAPYrMX BTOPUYHBIX METAa0OIUTOB, B T.U.
OyTHpOIaKTOHA, JTAHTHUIICTITHIOB, TEPIICHOB | Jp. bakTepuu R. gingshengii A29-k1
u A52-5 001aiar0T aHTarOHUCTUYECKON aKTUBHOCTHIO B OTHOIIEHUHU B OTHOIIICHUU
dbuTonaTtoreHHbIX TpUOOB A. alternata u A. petroselini. AHTarOHHCTUYECKOU
akTUBHOCTU Oaktepuit R. gingshengii A29-kl B oTHOIIEHWH (PUTONATOTCHHBIX
o6akrepuii Pectobacterium sp. 14-7,22-1, 15-2, 19-5, 25; Pseudomonas sp. 4-8, 4-7,
87, 100, 85; Bacillus pumilis 17-2, 6-5-2, 33-3, 11-1-1, 3-2-3 BbIABICHO HE OBLIO.
bakrtepun R. gqingshengii A29-kl wu R. gqingshengii AS52-5 o06nagaror
CTUMYJIUPYIOIIUM BO3JEHCTBHEM HA POCT THUIIOKTUJIS U KOPHS pearca KpacHOTo,
NETPYUIKU U TOMATOB.



AHATAILIBIS

JlpirutoMHas mpana ykiodae: ctaponak — 117, mamonkay — 10, Tabmin — 19,
KpbIHiI — 77.

BAKTOPBII-I2CTPYKTAPEI, RHODOCOCCUS QINGSHENGII,
BISAJIATTYHA AKTBIVHBISI METABAJIITHI, AHTBIMIKPOBHA A
AKTBIVHACIIb, CTBIMVJIIOIOYAS POCT PACJIH AKTBIVHACIID,
BIATH®APMAILIBIHBI AHAJII3

Al'ektaM JnacnenaBaHHs 3'syisitonna  OakTIpeil  Biny  Rhodococcus

qingshengii — naACTPYKTapbl ByrjieBagapoaay HadTBHl 3 KaJeKIbll Kadeapsl
MiKpaoisIorii.
Mbra — BBISYJICHHE AaHTBIMIKpOOHAW 1 CTBIMYJIIOKOYAll POCT paciiH

aKkThIVHACI OaKkT3IpbIit Rhodococcus gingshengii A29-k1 1 A52-5 1 xapaKTapbICThIKa
TCHETBIYHBIX JITIPMIHAHT, TATIHIIBIITHA BRI3HAYAIBHBIX JAA3EHBIS YIIaCIliBaCIII.

MeTtansl naciieTaBaHHs: OisiiH(papMaIbIiHbIA, MiKpaOisIariaHbs,
O1SIXIMI4HBIS.

Y BbHIKY OisiHQapmMaiipliiHara aHamizy HyKJI€alliiHail MacisaoyHacIi
xpamacoMbl OakmIpbii R. gingshengii A29-k1 Bwiaynena 18 mokycay, sKis
BbI3HAYAIOIlb CIHTA3 JAPYTracHbIX MeTabamitay. 3 ix 8 jmokycay 3absicrieuBae CiHTI3
HepriObacamanbHbIX TienTeiaay (HPIT), 2 — momikermiaabix 3mydsHHsay, 8 — 3a C1HTI3
IHIIBIX ApPyTracHbIX MeTalajiTay, y ThIM JIIKy OyIlipaJlakTOHA, JAHIINENThIaay,
TpneHay 1 ium. bakmpeii R, gingshengii A29-k1 1 AS52-5 Banmomaroup
aHTaraHiCTBIYHAW AaKTBIYHACIIO Y JadblHEHHI Ja (iTamaTareHHBIX TPBIOOY
A. alternata 1 A. petroselini. AnHTaraHiCTbIYHAl akKTBIVHACII OaKTAIPHIN
R.  gingshengii A29-kl V naubiHeHH1 Jga  (¢iTamaTareHHbIX  OaKTIPBII
Pectobacterium sp. 14-7, 22-1, 15-2, 19-5, 25; Pseudomonas sp. 4-8, 4-7, 87, 100,
85; Bacillus pumilis 17-2, 6-5-2, 33-3, 11-1-1, 3-2-3 BeisyneHa He Oblna. bakTapseIi
R. qingshengii A29-kl1 1 R. gqingshengii A52-5 Bamopaionb CTBIMYJIIOIOYBIM
y3JI3€THHEM Ha POCT TIaKOIUIS 1 KOpaHs paJbICKl UbIPBOHAH, MATPYIIKI 1 TAMaTay.



ANNOTATION

The graduate work includes: pages —117, pictures — 10, tables — 19, references

- 177.

BACTERIAL DESTRUCTORS, RHODOCOCCUS QINGSHENGII,
BIOLOGICALLY ACTIVE METABOLITES, ANTIMICROBIAL ACTIVITY,
PLANT GROWTH STIMULATING ACTIVITY, BIOINFORMATION
ANALYSIS

Object of study: bacteria of the species Rhodococcus gingshengii — destructors
of petroleum hydrocarbons from the collection of the Department of Microbiology

Purpose: to identify the antimicrobial and plant growth-stimulating activity
of the bacteria Rhodococcus gingshengii A29-k1 and A52-5 and to characterise the
genetic determinants that potentially determine these properties.

Research methods: bioinformatic, microbiological, biochemical.

As a result of bioinformatic analysis of the nucleotide sequence of the
chromosome of R. gingshengii A29-k1 bacteria, 18 loci were identified that
determine the synthesis of secondary metabolites. Of these, 8 loci are responsible
for the synthesis of non-ribosomal peptides (NRPs), 2 for polyketide compounds,
and 8 for the synthesis of other secondary metabolites, including butyrolactone,
lantipeptides, terpenes, etc. The bacteria R. gingshengii A29-k1 and A52-5 have
antagonistic activity against the phytopathogenic fungi 4. alternata and
A. petroselini. Antagonistic activity of R. gingshengii A29-kl bacteria against
phytopathogenic bacteria Pectobacterium sp. 14-7, 22-1, 15-2, 19-5, 25;
Pseudomonas sp. 4-8, 4-7, 87, 100, 85; Bacillus pumilis 17-2, 6-5-2, 33-3, 11-1-1,
3-2-3 was not detected. The bacteria R. gingshengii A29-k1 and R. gingshengii
AS52-5 have a stimulating effect on the growth of hypocotyls and roots of red radish,
parsley and tomatoes.



