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AHHOTALMSA

JuniioMmHass padora: XapakTepHCTHKa I[ITaMMOB CIIOPOOOPA3YIOLINX
Oaktepuii poxa Bacillus u3 MukpoOmoma pyOria >KBayHBIX JKUBOTHBIX — OCHOBBI
NpOOMOTHYECKMX KOPMOBBIX 100aBok: 57 ctpanui, 11 pucynkos, 15 TtaGmui,
51 uCTOYHUK.

KaoueBbie ciaoBa: )XBAUHBIE X XMBOTHBIE, MUKPOBMOTA PVYBIIA,
CIIOPOOBPA3YIOUIME BAKTEPUU, ITPOBUOTUYECKAA KOPMOBA#A
JOBABKA, AHTATOHUCTUYECKASA AKTUBHOCTDH, ®EPMEHTATUBHASA
AKTUBHOCTE.

O0BeKT Hcc/eN0BaHHUs: INITaMMBI CIOpooOpasyromux Oakrepuit Bacillus
velezensis JI 1.4, B. licheniformis JI 1.3, B. licheniformis C 2.1, Beinenennsie u3
pyOIOBOM KUAKOCTH KOpoB, a Takxke B. licheniformis OP008, B. amyloliquefaciens
OP009, B. amyloliquefaciens PB16 u B. amyloliquefaciens Pb24, Beinenenubie u3
pyOiia oBerl.

Hean padoThbl: BelIEIEHUE N3 MUKPOOHOMA pyO1Ia )KBAYHBIX dKUBOTHBIX, OTOOP
¥ XapaKTEePUCTUKA MITAMMOB OaKTepHii ¢ IPOOMOTHIECKIMH CBOHCTBAMHU.

MeTtoasbl HcciIe10BaHUA: MUKPOOUOJIOTHYECKHE, MOJIEKYJIIPHO-TEHETUYECKHE.

B pe3ynbrare npoBEeNEHHBIX HCCIEAOBAHMM OMNpENETIeHbl JAOMHHHUPYIOLINE
TaKCOHBI MHUKPOOHOTHI pyOIla >KBaYHBIX >KUBOTHBIX. OTOOpaHO 7 BBHICOKOAKTHBHBIX
IITAaMMOB CIIopooOpasytonux oakrepuii poaa Bacillus (3 u3 pyoma KPC u 4 u3 pyoua
OBEI]) C BBIPAKEHHOW  LEJUIIOJIOJUTHYECKONM  aKTUBHOCTBIO, H3YYEHbl HX
KYJIbTYpajdbHO-MOP(OIOTrHUYECKHE, ($u3H0I0r0-OMOXUMUYECKHE CBOKCTBA.
[IpoBenena oneHka NPOOMOTHYECKOTO MOTEHLHMANa UM MOJIEKYJSIPHO-T€HETUYECKas
XapaKTEPUCTHKA OTOOPAHHBIX IITAMMOB CIIOPOOOPA3yIOMIMX OaKTEpUil.

JunoMHas paboTa SIBISIETCS CAMOCTOSATEIBHO BBITTOJIHEHHBIM HCCIIEIOBAHUEM.



AHATALBIS

JAbiniioMHast  padora: XapakTapbICThIKa IOTaMay CHOPAYTBapAIbHBIX
OakTapenii poxy Bacillus 3 mukpabiéma pyOna >KBauHBIX JKBIBET — aCHOBBI
npaliAThIUHBIX KapMaBbIX nabaBak: 57 craponak, 11 wMamronkay, 15 Tta0omin,
51 xprIHiIa.

KmouaBeisi ciaoBbl: JKBAUHBIS JKbIBEJIBI, MIKPABIETA PVYBIIA,
CIIOPAYTBAPAJIBHBISI ~ BAKTOPHII, TIPABIATBIUHASI KAPMABAS
JIABAVKA, AHTATAHICTBIYHAS AKTBIYHACIh, ®EPMEHTATBLIYHAS
AKTBIYHACIIb.

AQ'exkT gacjiefaBaHHS. INTaMbl CIOpayTBapalbHBIX OakTIpeIi  Bacillus
velezensis JI 1.4, B. licheniformis JI 1.3, B. licheniformis C 2.1, Beim3eneHsis 3
pyOIoBaii Bajkaciii kapoy., a takcama B. licheniformis OP008, B. amyloliquefaciens
OP009, B. amyloliquefaciens Pb16 i B. amyloliquefaciens Pb24, Beinzenensis 3 pyoOia
aBeyaK.

MbsTa padoThl: BbA3sAJIEHHE 3 MUKpaOiéma pyOla >KBauHbIX KBIBEN, aa0op 1
XapaKTapbICThIKA MITaMay OaKT3PhINA 3 MPalIATEIYHBIMI YIacIiBaCLAMI.

MeTtaabl gaciaefaBaHHs: MiKpaOlsariuHbls, MaJleKyJIsIpHa-T€HEThIYHBIS.

VY BBIHIKY IpaBeA3€HBbIX Jaciie/laBaHHSAY BbI3HAYaHbl JAMIHYIOUbIS TaKCOHBI
MIKpaOI€Tbl pyOIla >KBauyHBIX >KbIBEN. AjaOpaHa 7 BBICOKAaKTayHBIX IITamay
criopayTBapaJbHBIX OakTIpbIi poay Bacillus (3 3 pyOma OyiiHoi parartaii )KbIBEHI 1 4
3 pyOlla aBeuyak) 3 BBIAYJICHAW IPIIOJATITEIUHAN aKTBIYHACIIO, BBIBYYaHBI 1X
KyJbTypajbHa-MapQanariynbis, (izi€nara-Oisximiunbis ynacuiBacii. [IpaBenzena
alPHKa NpalisThlyHAra MaTAIHUBLULY 1 MalleKyJspHa-TeHEThIYHAsl XapaKTapbICThIKA
anaOpaHbIX MITaMay CriopayTBapajbHbIX OaKTIPHIN.

JIpiruioMHas npana 3'syJisgenna caMacTOMHA BBIKAHAHBIM J1aCJICJaBAHHEM.



ANNOTATION

Diploma work: Characterization of strains of spore-forming bacteria of the
genus Bacillus from the rumen microbiome of ruminants - the basis of probiotic feed
additives: 57 pages, 11 figures, 15 tables, 51 sources.

Key words: RUMINANTS, RUMEN MICROBIOTA, SPORE-FORMING
BACTERIA, PROBIOTIC FEED ADDITIVE, ANTAGONISTIC ACTIVITY,
FERMENTATIVE ACTIVITY.

The object of the study: strains of spore-forming bacteria Bacillus
velezensis JI 1.4, B. licheniformis JI 1.3, B. licheniformis C 2.1 isolated from rumen
fluid of cows, and B. licheniformis OP008, B. amyloliquefaciens OP0Q9,
B. amyloliquefaciens PB16 and B. amyloliquefaciens P24 isolated from sheep rumen.

The purpose of the work: isolation from the rumen microbiome of ruminants,
selection and characterization of bacterial strains with probiotic properties.

Research methods: microbiological, molecular-genetic.

As a result of the conducted research the dominant taxa of rumen microbiota of
ruminants were determined. Seven highly active strains of spore-forming bacteria of
Bacillus genus (three from cattle rumen and four from sheep rumen) with pronounced
cellulolytic activity were selected, their culture-morphological, physiological-
biochemical properties were studied. Probiotic potential and molecular-genetic
characterization of selected strains of spore-forming bacteria were evaluated.

The thesis is an independently performed research.



