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AHHOTALIMSA

JunuioMHas padota: 62 cTpaHulbl, 2 pUCYHKa, / TaOJIHILl, 35 NCTOYHHUKOB.

KimtoueBbie cmoBa: IIATOT'EHHAA W YCIIOBHO-IIATOI'EHHAA
MMKPOBUOTA, MSCO, MSICHAS TIPOAYKIIMSA, BUJIOBOM COCTAB,
CE3OHHAA TMHAMUKA.

OOBbeKThI VCCJIEIOBAHUS: YCIIOBHO-TIATOT€HHBIE U MaTOT€HHbIE
MUKPOOPTaHU3MBI U3 CBEXKEro Msica, MSCHBIX MONy(paObpUKaTOB, TOTOBBIX MSCHBIX
OJIFO[1 ¥ MSCHBIX KOHCEPBOB.

Llenp pa®oOTHI: UCCIEIOBAaHWE M OLEHKA MSCHBIX NPOAYKTOB MHUTaHUS Ha
Hammune BI'KII, mmkpoopranmsmoB pomoB Salmonella, Listeria monocytogenes,
Proteus, Bacillus cereus, Staphylococcus aureus, Clostridium perfingens B T'Y
«Y3I€HCKUN PAaOHHBIN [IEHTP TUTUEHBI U 3nuaeMuonorun» B nepuoa 2018-2022 rr.

Meronabl HcclieOBaHUA: OaKTEPUOJOTHUYECKHE, MUKPOCKOIMYECKUE, aHAIHU3
CTATUCTUYECKUX JTAHHBIX.

OCHOBHBIE PE3YJIbTATHI:

[IpoLeHT BBISBIEHUS YCIOBHO -MAaTOM€HHBIX U MAaTOT€HHBIX MUKPOOPTaHU3MOB
B MsCE, TOTOBBIX MSICHBIX OJlfofax, MSCHBIX MoJiydadpukaTax OOIIECTBEHHOTO
IIATaHUS W MACHBIX KOHCEpBax cocTaBui 2,9 % OT BCeX NPOAHAIM3UPOBAHHBIX
obpazioB ¢ 2018 mo 2022 r. BbisBiaeHa TEHJACHUUS K CHIDKCHHUIO MPOIEHTA
MOJIOKUTENIbHBIX 00pa3I0OB 32 YKa3aHHBIN MEPHUO/I.

Cpenu BbIACIEHHBIX MUKPOOPIaHU3MOB 3a()MKCUPOBAHO 4 TPYIIIbI: YCIOBHO-
natoreHnsie Staphylococcus aureus m GakTepuu TPYIIBI KHIICYHOW IMAJOYKH, a
Tak)ke matoreHubsie — Listeria monocytogenes u Clostridium perfringens. Ycnosho-
naToreHHsIx Mukpoopranu3moB Bacillus cereus, Proteus u marorennsix Salmonella B
aHAJIM3UPOBAHHBIX 00pa3lax He OOHAPYKEHO.

Cpenu BbIIEICHHOW MUKPOOMOTHI B MPOLIEHTHOM OTHOLIEHUHW Mpeodiiagaiu
OakTepuu TPYIIBI KuileuHou nanodku (34 %) u Listeria monocytogenes (28 %).

VYcraHoBiIeHa CE30HHAs [WHAMMKA BBIABIIEMOCTH MHUKPOOPTaHM3MOB: IS
BCEX IpYINI MUKPOOTAaHW3MOB HanboJjiee 0JaronpusSTHBIM OKa3aJiCsl BECECHHE-JIETHUMN
nepuoa, mukpoopranusmbel Clostridium perfringens BeIaesiiuCh TakkKe B OCCHHHIA
nepuo. CBexee MACO U MsICHbIE OTy(PadpuKaThl SBISUIMCH HAWITYYILEH Cpeioil AJis
passutHs Listeria monocytogenes, OakTepwii TpyNIbl KUIICYHOHW TWAJIOYKU U
Staphylococcus aureus; Clostridium perfringens nydie pa3BuUBajCs B MSCHBIX
KOHCEpBax M MCHBIX NOJIyhadpHuKaTax.



AHATALIBIS

JlpimioMHast paboTa: 62 ctapoHKi, 2 MaltoHKa, 7 Tadumiil, 35 KPBIHILI.

Kmouaseis  crnoesr:  [IATATEHHASL 1 YMOVHA-IATATEHHAS
MUKPABIETA, MSCA, MSCHAS TIPAAYKIBIS, BIJABBI CKIIA],
CE30OHHAA IbIHAMIKA.

AOG'ekTHI acienaBaHHs: YMOYVHA-TIATaTCHHBIS 1 TaTareHHBISI MiKpaapraHi3Mbl 3
CBekara Mmsca, MACHBIX mnaydaOpbikaray, raTOBBIX MSCHBIX CTpay 1 MSCHBIX
KaHCEpBay.

MbTa mparpl: JacienaBaHHE 1 alPHKA MSCHBIX TpagyKTay XapuyaBaHHS Ha
HasyHacib BI'KII, mikpaapranizmay pomay Salmonella, Listeria monocytogenes,
Proteus, Bacillus cereus, Staphylococcus aureus, Clostridium perfingens ¥ VY
«Y3A3€HCKIM pa€HHBIM LBHTPHI TirieHsl 1 dniadmisuiori» y nepsian 2018-2022 rr.

Meranel  nacneBaHHs:  OAKTAPBIAJIATIUHBIA,  MIKpPAcKalllyHbISA, — aHali3
CTaThICTBIYHBIX TAHBIX.

ACHOYHBIS BBIHIKI:

[IpaupHT BBISYJIEHHA YMOYHA-TIATar€HHBIX 1 MAaTareHHbIX MiKpaapraHizmay y
MsiCe, TAaTOBBIX MACHBIX CTpaBax, MACHBIX MaydaldpbikaTax rpaMajickara XxapyaBaHHs
1 MACHBIX KaHcepBax ckiay 2,9% an ycix mpaaHaiizaBaHbIX y3opay 3 2018 ma 2022
I.BBISIYJIEHA THHJPHUBIA Jla 3HDKAHHSA aJCOTKAa CTAaHOYYBIX y30pay 3a Ha3BaHbI
HEPBISLI.

Csipox BbUIyyaHbIX MiIKpaapraHiamay 3adikcaBaHa 4 rpymnbl: YMOyHa-
naTareHHblst Staphylococcus aureus i 6akTIpbli rPyIIbl KilllayHAK Majlavki, a Takcama
marareHHels — Listeria monocytogenes i Clostridium perfringens. Ywmoyna-
natareHHbIX Mikpaapranizmay Bacillus cereus, Proteus i mararennsix Salmonella ¥
aHaJ13aBaHbIX y30pax HE BbIAYIICHA.

Cspon BbUTyyaHaid MUKpaOI€Thl ¥ MPALPHTHBIX aJHOCIHAX MepaBa)ai
OakTIphIl rpyIbI KimmayHai najgauki (34%) 1 Listeria monocytogenes (28%).

VcraHoyneHa ce3oHHas AbIHAMIKA BBIAYIAIBHACII MiKpaapraHizmay: juis ycix
rpyn MiKpaapraHizMay HailOOJbII CHPBISUIBHBIM aNbIHYYCS BSICHOBA-JETHI MEpbIs,
mikpaapranizmbel Clostridium perfringens Beuiydaiticss TakcaMa ¥ BOCEHBCKI TIEPBISI.
Cexae Msca 1 MsCHBIS maydaOpbikaThl 3'ayisiIics HaMIenmail acspoia3eM s
passims  Listeria  monocytogenes, OakTIpblii  Tpymbl  KilllayHAi —Mmajadki i
Staphylococcus aureus; Clostridium perfringens nemm pasBiBaycs Y MSCHBIX
KaHCepBax 1 MACHBIX MaydadpbikaTax.



ANNOTATION

The graduate work: 62 pages, 2 pictures, 7 tables, 35 resources.

Key words: PATHOGENIC AND CONDITIONALLY PATHOGENIC
MICROBIOTA, MEAT, MEAT PRODUCTS, SPECIES COMPOSITION,
SEASONAL DYNAMICS.

The subject of the research: pathogenic and pathogenic microorganisms from
fresh meat, semi-finished meat products, ready-made meat dishes and canned meat.

The purpose of the work: to research and evaluate meat food products for the
presence of BGCP, microorganisms of the genera Salmonella, Listeria
monocytogenes, Proteus, Bacillus cereus, Staphylococcus aureus, Clostridium
perfingens in the State Institution "Uzdensky District Center of Hygiene and
Epidemiology" during the period 2018-2022.

The research methods: bacteriological, microscopic, analysis of statistical data.

Main results:

The percentage of detection of opportunistic and pathogenic microorganisms in
meat, ready-made meat dishes, meat semi-finished products of public catering and
canned meat amounted to 2.9% of all analyzed samples from 2018 to 2022. A
tendency to decrease the percentage of positive samples for the specified period was
revealed.

Among the distinguished microorganisms, 4 groups were recorded:
conditionally pathogenic Staphylococcus aureus and bacteria of the Escherichia coli
group, as well as pathogenic ones — Listeria monocytogenes and Clostridium
perfringens. Conditionally pathogenic microorganisms Bacillus cereus, Proteus and
pathogenic Salmonella were not found in the analyzed samples.

Among the distinguished microbiota, the bacteria of the Escherichia coli group
(34%) and Listeria monocytogenes (28%) prevailed in percentage terms.

The seasonal dynamics of the detection of microorganisms was established: for
all groups of micro-organisms, the spring-summer period turned out to be the most
favorable, Clostridium perfringens microorganisms were also distinguished in the
autumn period. Fresh meat and meat semi-finished products were the best
environment for the development of Listeria monocytogenes, Escherichia coli
bacteria and Staphylococcus aureus; Clostridium perfringens developed better in
canned meat and meat semi-finished products.



