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PE®EPAT

Jumiomuas padora 52 c., 11 puc., 10 ta6:m., 33 ucrounuka.

KuroueBrble ci10Ba: METareHOMUKa, MUKPOOMOM, KHILIEYHUK, CEKBEHUPOBAHHUE.

OO0BbeKT Hcc/IeJ0BAHMS . KAaJOBBIE MACCHI JIIOJIEH, BO3PACT KOTOPBIX BAPBUPYET
ot 75 o 84 ner.

Heab wuccaenoBaHMA: BBISICHUTH, KaKHUE COOOIIECTBA MHKPOOPraHHU3MOB
HACEJSAIOT KUIIEYHUK Yy JIFOAEH CTapIIel BO3PACTHOW IPYMIIBI.

MeToabl ucciefOBaHUS: M3YUYCHHE HAYYHOW JIMUTEpaTypbl, METareHOMHOE
uccinenosanue JJHK, cekBenupoBanue, OnonHpopMaTuiyecKuil aHaIus3.

[Honyuyennsie pe3yabTarbl: B KHUIlEUHMKE JIOIEW cTaplie BO3PacTHOM
rpynnsl B OonbiioM KojmyectBe 99% oOutaror Oaktepuu (Kjacchl OakTepuid
Clostridia, Bacteroidia, Gammaproteobacteria, Flavobacteriia u Bacilli), a Bupycor u
apxeu oOUTarOT B MUHMMaJIbHOM KoJimdecTBe oT 0 10 0,1%, HO Takke MpUCYTCTBYIOT
He Kiaccudunupyembie opranu3msl oT 0,02 10 0,25%, KoTopbie HE BXOAST HU B OJTHO
ApCTBO.



PO®EPAT

Jeimmomuas pabora 52 c., 11 mait., 10 Tabm., 33 KpbIHIIHL.

KirouaBbisi ¢JIOBBI: METareHOMIKA, MiKpa0ioM, KillIauHIK, CEKBEHIpOBaHie.

AO'eKTbI JacieJaBaHHS: KaJIaBblsl MAChl JI0JI3€H, Y3pOCT sKiX Bap'ipye an 75
na 84 ranoy.

MbTa faaciegaBaHHSI: BBICBETIIlb, fAKisg CYNOJIbHACILI MiKpaapraHizmay
3aCSUISIIOL KIIIAYHIK Y JTI03€W cTapaiiiaid y3pocTaBail rpymnsbl.

MeTtanabl gacielaBaHHS: BBIBYYSHHE HABYKOBail JIiTApaTypbl, METar€HOMHBIE
nacnenasanHe JJHK, cexBeHipoBaHie, OisiiHpapMaTbIYHbIS aHATI3.

ATpbIMaHBbIS BBIHIKI: Yy KIIIAYHIKY JIIOJ3€H cTapailiail y3pocraBail Tpymsl ¥
BsTikali  Kojbkacli 99% Hacsuntonb OakTapeli  (kimacel  Oaktapeiid  Clostridia,
Bacteroidia, Gammaproteobacteria, Flavobacteriia i Bacilli), a Bipychl 1 apxel
HaCSJISIOLb Y MiHIMallbHal konbkacui af 0 na 0,1%, ajne Takcama npbICyTHIYAIOIb HS
kiacidikyronia apranizmel aa 0,02 na 0,25%, sikis He YBaxoA341lb Hi ¥ aJIHO 11apCTBa.



ABSTRACT

Diploma project 52 p., 11 fig., 10 table., 33 sources.

Key words: metagenomics, microbiome, gut, sequencing.

The object of the study: fecal masses of people whose age varies from 75 to 84
years.

The aim of the research: find out which communities of microorganisms
inhabit the intestines of older people.

The research methods: the study of scientific literature, metagenomic DNA
research, sequencing, bioinformatic analysis.

The results obtained: In the intestines of people of the older age group, 99% of
bacteria live in large numbers (classes of bacteria Clostridia, Bacteroidia,
Gammaproteobacteria, Flavobacteriia and Bacilli), and viruses and archaea live in a
minimum amount from 0 to 0.1%, but there are also non-classified organisms from
0.02 to 0.25%, which are not included in any into one kingdom.



