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Metoabl ucciaenoBanusi: 6nonH(GOpPMaLOHHBIE.

MounekyJiipHble MEXaHU3MBbI PETYJISIIUU KJIETOYHOI'O OTBETA JI0 CUX IOp HE
U3YYEHBl TOJTHOCTBIO M SIBISIOTCS AKTYaJIbHOW MpPOOJIEMOM COBPEMEHHOCTH B
CBSI3M C YBEJIMYMBAIOIIKUMCS KOJIMYECTBOM I'€HOMHBIX JaHHbIX. DYHKIMOHAIbHAS
aHHOTALMsI TEHOMAa KJETOK IMO3BOJUT YJYYIIUTh TMOHUMAHHE PETYJISLHUH
KJIETOYHOT'O OTBETa, YTO B CBOIO OYEpEIb IOMOXET B CEIbCKOM XO3SICTBE,
MEJUIMHE, OMOTEXHOJIOTHH. Ponb CTPYKTYPHBIX nepeKroyaTenen
OMOXMMHUYECKUX IyTEHd OTBEIEHA TPAHCKPUIILIMOHHBIM (akTopam. OmHHM U3
CEMEHCTB TPAHCKPUIIMOHHBIX (aKTOpoB sBisAeTcs cemeiictBo DeoR. 3to
CEMENCTBO OTBETCTBEHHO 32 TPAHCIIOPT U KaTabOIU3M CaxapoB U HYKJIEO3UIOB.

B stOoM wuccinenoBaHuM ObLIM MACHTU(UIMPOBAHBI CANTHI CBS3BIBAHUSA
TPAHCKPUIILIMOHHBIX (PAKTOPOB Il TPAHCKPHUIILMOHHBIX (PAKTOPOB ceMeicTBa
DeoR. C wucnonp3oBanuem nporpammel TomTom u 3KcepUMEHTaIbHON
JUTEPATYphl ObLJIa OLIEHEHA JOCTOBEPHOCTH MOJYUYEHHBIX ONEPATOPHBIX MOTHBOB.
B pesynbrate mosyuensl mpodunum mist cemeiictBa DeoR. [lannble mnpodunu
MO>KHO HCIIOJIb30BaTh ISl TOMCKA CXOXKUX PETYJIATOPOB M3 3TOr0 K€ CEMEMCTBA,
PEryiasTOpOB AJis ObICTPON aHHOTALIMU B IPYTUX BUAAX MIPOKAPHOT.
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Jpimuiomuas padora: 35 €., 23 mai., 5 Tabi., 48 KpbIHIIL.

Kmouassis ciioBbl: E. coli K-12, DeoR, 0a3bl gaHbIX, OisiiHpapMaThiKa

AO0'exT nacjienaBanns: resom E. coli

MbTa: XapakTapbICThlKa TPaHCKPBINILIMHBIX (hakTapay csamerictBa DeoR 1
nalyoBa KajiOpaBaHbIX IPOQIIAY JJI raTara csMencTBa.

MeTtaabl AaciaegaBaHHs: OisiiH(papMallbIAHbIA.

ManekynsipHbIsi MEXaHI3Mbl PAryJIAlbll KJIeTKaBara ajkasy Ja rarara 4acy
HE BBIBYYaHbI AJIKaM 1 3'SyJsI0IIa aKkTyalbHal npadiemail cydacHaci ¥ cyBsi3i 3
MaBeJYIHHEM KOJIbKACI[l TE€HOMHBIX Jaa3eHbIX. DYHKIbISIHAIbHAS aHaTallbIsk
reHOMY KJIETaK Ja3BOJIIb MaJEMIIbIIb pa3yMEHHE PATYJIISIbI KIeTKaBara ajakasy,
HITO ¥ CBAIO Yapry JamaMoska ¥ cesibCKail racrajapiibl, MeJbIIbIHEe, O1ATIXHAIOTI.
Ponst  CTpyKTypHBIX  mepaMblkauoy — OISXIMIYHBIX — NUIAXOY  aJiBe/3eHa
TPAHCKPBIMIBIKHBIM ~ (pakTapaM. AJHBIM 3 CSAMEWUCTBAY TPAHCKPBIMIIBIHHBIX
dakrapay 3'synsgenia cameiictBa DeoR. ['a1a csamMelicTBa ajikazHae 3a TpaHCHapT 1
Karabaii3M IyKpoy 1 HyKJieasiiay.

Y rmTEIM fgaciemaBaHHI  ObUTl  1MPHTHIGIKABAaHBI CaWTHl  3BSI3BaHHSA
TPAHCKPBIMIBIAHBIX (akTapay g TPAHCKPBIILIBIMHEIX ¢akTapay csaMeicTBa
DeoR. 3 BeikapeicTanHeM mparpambl TomTom 1 skcniepbIMeHTaNbHAH JIiTapaTyphbl
OblJJa alPHEHA [aKJIagHACIhb aTPbIMAHBIX arepaTapHbIX MaTbiBay. Y BBIHIKY
atppiManbl  mpodim  ana  cameiictBa DeoR.  Jlagzenbiss mpodim  MoxkHa
BBIKAPBICTOYBAIlb JUIsI TONIYKY MaJ0OHBIX pAryJsTapay 3 riaTtara ) CsIMEHCTBa,
parynsaTapay  Juisi  XyTKal  aHatambll ¥ IHIOIBIX  BiJlax — IPaKapbIeT.



ABSTRACT
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The object of the research: E. coli genome

The aim of the research: characterization of transcription factors of the
DeoR family and construction of calibrated profiles for this family

Research methods: bioinformatics.

The molecular mechanisms of regulation of the cellular response are still not
fully understood and are an urgent problem of our time due to the increasing
amount of genomic data. Functional annotation of the cell genome will improve
understanding of the regulation of the cellular response, which in turn will help in
agriculture, medicine, and biotechnology. The role of structural switches of
biochemical pathways is assigned to transcription factors. One family of
transcription factors is the DeoR family. This family is responsible for the
transport and catabolism of sugars and nucleosides.

In this study, transcription factor binding sites for transcription factors of the
DeoR family were identified. Using the TomTom program and experimental
literature, the reliability of the obtained operator motives was assessed. As a result,
profiles for the DeoR family were obtained. These profiles can be used to search
for similar regulators from the same family, regulators for quick annotation in
other species of prokaryotes.



