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PE®EPAT

Junnomuas pa6ora 31 c., 15 puc., 1 Tabn., 37 UCTOUHUKOB.

KiaroueBbie ciaoBa: dakropbl BHPYJICHTHOCTH, Pectobacterium, BHekiIeTOYHBIC
(epMEHTHI.

O0bexkT wucciaenopanusi: OObEKTaMU UCCIENOBAaHUA SBISIIOTCA  OakTepuu

P

e Heab: wu3ydeHHE BHEKJIETOYHBIX (EPMEHTOB Kak (PAKTOpPOB BUPYIEHTHOCTH
OEKTOOAKTEPHIA.

t Metoasl  uccaenoBanusi:  KoMmbroTepHbIM  aHammM3  aMHUHOKHMCIIOTHBIX

TOCIIEOBATENILHOCTE BHEKJIETOYHBIX (PEPMEHTOB, 4YalleyHble TECThl AKTUBHOCTH
BHEKJIETOYHBIX (DEpMEHTOB.

a B pesynbprare njaHHOrO aHanu3a ObUIM HAaWJIEHBI OTKPBITHIE PAMKU CUMTHIBAHUA,
CXONHbIE ¢ TaKOBBIMU Y P. versatile 3-2, P. atrosepticum SCRI1043 u 21A. IlonydyenHsie
flaHHBIE O CXOAHBIX paMKaX CUYMTHIBAHMS NpUBEACHBI B Tadmuue 3.1. Cnenyer OTMETUTb,
°gTO aHAJIM3 CTENEHU CXOACTBAa B JIaHHOM paboTe HEe MpPOBOAMJICS, Kak M paboTa Mo
PIPEIECTCHUIO OpPTOJIOTUYHOCTHU WIH Mapajoru4HOCTH aHaIM3UPYEMBIX
nocinenoBarenbHOCTed. TeM He MeHee, MOIy4YeHHas HHQPOpMalus MOXKET ObITh
UCTIOJIb30BaHA JIJI1 KOPPEKIIMU aHHOTALIMK TEHOMOB IITaMMOB P. atrosepticum SCRI11043
m21A, 4TO yIPOCTUT AAJIBHENUIYIO pabOTy ¢ JAHHBIMH T€HOMAMH.
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Pa¢gepar

Heimmomnas padota 31 c., 15 man., 1 Tabm., 37 KpbIHiI.

KarouaBbis ciaoBbl: Dakrtapsl BipyleHTHacIl, Pectobacterium, ma3akieTkaBaii
(epMEHTBHL.

AO'ekT pgaciaenaBaHHsi: AO'ekTami JacienaBaHHS — 3'IYISIIONIA  OaKTIPHIi

MbaTa: BbIByudHHE Ma3akjeTKaBhIX (epMeHTay sk (axkTtapay BipyJeHTHAcCII
MEeKTa0aKTIPHIH.

Metaabl naciaenaBannsi: KammyrapHsl aHami3 aMiHAKICIOTHBIX TAaClAI0YHACIITY
na3aKJIeTKaBbIX (hepMeHTay, KyOKaBbIsl TACThI aKTHIYHACII MTa3aKIETKaBbIX (hepMEHTaY.

VY BBIHIKY Jaj3eHara aHajizy ObUll 3HOWI3EHBIS AJKPBITHISI PaMKi CUBITBAHHS,
nafgoOHbIs 3 Takimi ¥ P. versatile 3-2, P. atrosepticum SCRI1043 i1 21A. ATpbiMaHbIst
nan3eHbisi a0 MagoOHBIX paMKax CUbITBaHHS MpbIBen3eHbl Yy TaOminel 3.1. Bapra
aJ3Hayvbllb, IITO aHANI3 CTyNEH] najgadeHCcTBa ¥ Naa3eHail mpaubl He MpaBoA3Iycs, SK 1
mpaiia ra BhI3HAUAHHI apTajaridHaci 1l napajaridyHaciii aHajJi3aBaHbIX MaCIsI0YHACLAY.
ThiIM HE MeHII, aTpbiMaHas IH(apManplsi MOXa ObIllb BBIKAPBICTAHA IS Kap3KIbI
aHaraipll reHoMay mramay P. atrosepticum SCRI1043 1 21 A, mto cnpocuinb Janeiuryro
npaiy 3 JaJ3€HbIMI TEHOMY.



ABSTRACT

Diploma work 31 pages, 15 figures, 1 table, 37 sources.

Key words: Virulence factors, Pectobacterium, extracellular enzymes.

Object of study: The objects of study are the bacteria Pectobacterium versatile
JN42, Pectobacterium atrosepticum SCRI1043, Pectobacterium atrosepticum 21A.

Purpose: study of extracellular enzymes as virulence factors of pectobacteria.

Research methods: Computer analysis of amino acid sequences of extracellular
enzymes, plate tests of extracellular enzyme activity.

As a result of this analysis, open reading frames similar to those of P. versatile 3-2,
P. atrosepticum SCRI1043 and 21A were found. The obtained data on similar reading
frames are shown in Table 3.1. It should be noted that the analysis of the degree of
similarity was not carried out in this work, as well as the work to determine the orthology
or paralogy of the analyzed sequences. Nevertheless, the information obtained can be used
to correct the annotation of the genomes of the P. atrosepticum SCRI11043 and 21A strains,
which will simplify further work with these genomes.





