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PE®EPAT

Junnomuas padora 39 c., 9 puc., 7 Tabi., 27 UCTOUHUKOB.

KuioueBblie cjioBa: OakTepuaabHbIN 0XKOT, (hUTONATOreHbl, (haroTepanus.

O0bexkT wucciaenoBaHus: jaHHbie cekBeHupoBaHus J[HK Tpex HOBBIX
OakTeprodaro, BeIJICICHHBIX HA TEPPUTOPUHU Topoga MUHCKa.

Hean: mouck ¥ BbLICNIEHHE HOBBIX OakrtepuodaroB Oaxtepuun Erwinia
amylovora v uX MOJEKYISIPHO-OMOJIOTUYECKAs XapaKTEPUCTHKA.

Metoabl ucce0BaHUs: MUKpOOHOJIOTHYECKHe (M3ydeHHue MOpQOJIOrHU
HEraTUBHBIX KOJOHUM, OINpEeNIeHHE Iepuoja BhIXoAa (aroBOro IMOTOMCTBA),
MosekyssipHo-ononornueckue (Boiaenenue JIHK, ITIIP), Ouomndopmarnueckue
(aHHOTALIUS T€HOMHBIX MOCJIeIOBATEIIbHOCTEH, KOHCTPYUPOBAaHUE
JMArHOCTHUYECKUX TMpaiMepOB, YCTAHOBJICHHUE TAaKCOHOMHYECKOTO TIOJIOKEHUS
HOBBIX (haros).

B pesynbrare nponenanHoit paboTel Obu BbiAeNeHbl OakTepuodaru EP1,
EP2 u EP3. bbulo ycTaHOBi€HO, 4TO JaHHble (aru o0namaT JIUTHYECKOU
aKTUBHOCTBIO B OTHOIIEHUM Oaktepuid Erwinia amylovora v Pantoea agglomerans.
boutn momyuyensl mukpodororpaduu daroseix yactun, EP1 u ycranosieH Tun
karicuga. [eHoMbl ¢aroB ObUIM CEKBEHHUPOBAHbBI W aHHOTUPOBAHBL.  J[7st
oakrepuodara EP1 Obut CKOHCTpYHpPOBaHbI JUArHOCTUYECKUE MpaiMephl: bbuio
YCTAaHOBJICHO CHCTEMAaTHYECKOE TOJOKEHUE KaXJAoro u3 OakrepuodaroB u Ha
OCHOBAHHMH OTCYTCTBHSI B TEHOMAaX T€HOB JIM30TEHUU CJIEJIaHO TIPEITOIIOKEHHE, YTO
OakTeprodaru SBISIOTCS BUPYJICHTHBIMHU.



PO®EPAT

Heimmomaas padora 39 c., 9 man., 7 Tabi., 27 KpbIHIIL.

KitouaBbist ¢/10BbI: OaKTIpBISUIBHBI A€k, (iTanarareHsbl, ¢pararaparis.

AO0'eKT naciaenaBaHHs: n1aHbia cekBeHipaBanHa JJHK Tpox HOBBIX
OaxTaphisidaray, BEIA3EICHBIX HAa TAPBITOPHI1 Topaga MiHcKa.

MbTa: nonryk i BBUTyY9HHE HOBBIX OakTapbeiadaray OakTapsii Erwinia
amylovora 1 1X ManeKyIsipHa-OisuIariyHast XapaKTapbICThIKA.

Metaabl qaciaenaBaHHsi: MikpaOisiarigyabis (BeIBy4dHHE Mapdarnorii
HETaThIYHBIX KaJIOHIHM, BRI3HAYIHHE NEPHISAY BbIXady (haraBara HaIIr4ajicTsa),
MasekyspHa-Oisutariaasis (BeutyusHHE JIHK, T11P), 6isiadapmareraabis
(aHaTAIBII TECHOMHBIX MACTSAA0YHACITY, KAHCTPYSIBaHHE JIBIATHACTHIYHBIX
npaiiMep, YcTalasiBaHHE TaKCaHaMIyHara CTaHOBIIIYA HOBBIX ¢aray).

VY BbIHIKY npaBen3eHail padoTsl ObLI1 BbIA3ENeHbI OakTaphisidari EP1, EP2 1
EP3. Bruto ycranoyieHna, mTo gaa3eHbls ¢ari BaloAarolb JIThIYHAN aKThIYHACIIIO
¥ naublHEHH1 J1a 0akTIpblid Erwinia amylovora 1 Pantoea agglomerans. boini
arpbIMaHbl Mikpagatarpadii garassix yacin EP1 1 ycTansBaHbl T Kancimy.
['eHOMBI (paray ObLTI CEKBEHaBaHbI 1 aHaTaBaHbl. [ 6akTapeisipara EP1 Obu11
CKaHCTPYSBaHbI AbIATHACTBIYHBIA IIpaiiMepbl. bbulo YcTaHoYneHa cicTAMaTblYHae
CTaHOBIIIIYA KOXKHAra 3 OakTapeisiparay 1 Ha majcraBe ajCcyTHACI(l ¥ TEHOMY TeHay
JM30T€HHUH 3pO0JIeHa 3/1arajika, To 0akTa3peisadari 3'aysSiolia BipyJIeHTHACLI.



ABSTRACT

Thesis 39 p., 9 figures, 7 tables, 27 sources.

Key words: bacterial blight, phytopathogens, phage therapy.

Object of study: DNA sequencing data of three new bacteriophages isolated
in the territory of Minsk.

Objective: search and isolation of new bacteriophages of the bacterium
Erwinia amylovora and their molecular and biological characterization.

Research methods: microbiological (study of morphology of negative
colonies, determination of phage progeny yield period), molecular-biological (DNA
isolation, PCR), bioinformatic (annotation of genomic sequences, construction of
diagnostic primers, establishment of taxonomic position of new phages).

As a result of this work, bacteriophages EP1, EP2 and EP3 were isolated. It
was found that these phages have lytic activity against bacteria Erwinia amylovora
and Pantoea agglomerans. Microphotographs of EP1 phage particles were obtained
and capsid type was established. The phage genomes were sequenced and annotated.
Diagnostic primers were constructed for bacteriophage EP1. The systematic position
of each of the bacteriophages was established, and based on the absence of lysogeny
genes in the genomes, the assumption was made that the bacteriophages were
virulent.



