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AHHOTAIUA

JlumiomHuas padora 58 c., 14 puc., 8 Tad., 42 UCTOYHUKA.

XITAMUIUATIOJOBHBIE MHUKPOOPI'AHU3MbI, III[P, WADDLIA
CHONDROPHILA, SIMKANIA NEGEVENSIS, PARACHLAMYDIA
ACANTHAMOEBAE, 16S pPHK, TTOPAOK CHLAMYDIALES.

Obvexmul ucciedosanus. 00pa3lbl CHHOBUAIBLHON JKHUJIKOCTH KOJICHHOTO
CyCTaBa, Ma3KH-COCKOObI U3 YPOT€HUTAIBLHOTO TPAKTa >KEHIIUH U ayTONCUUHBIN
MaTepua JIErKuX u OpOHXOB.

Ileny: anpoOupoBaTh METOJ TMOJUMEPA3HON IEMHOW pPEeaKIuu IS
WHAMKAIH XJIAMUAUSITIOJ00HBIX MUKPOOPTaHU3MOB U paciii(poBaTh STHOJIOTHIO
IMHEBMOHMH ITyTE€M MOCTAHOBKH MOJIMMEPA3HOM LIEMTHON PEAKIUH.

Memoowr uccredosanusi: MOIEKYIIPHO-TEHETUUECKUE METO/IbI (BbIACIICHUE
JAHK, nonumepaszHas 1nienHas peakius, 31eKTpodopes).

B pesynbrare mnpoBeneHHON paOOThl C HCIOJIB30BAHUEM PaA3IMYHOIO
KJIIMHAYECKOTr0 MaTepuasa (00pa3li0B CHHOBUAIBLHON HKUAKOCTH, Ma3KOB-COCKOOOB
YPOTE€HUTAIBHOIO  TPaKTa) amnpoOMpOBaHbl  MpalMepbl, O00ECIEeYMBAIOIINE
ammmndukanuio ¢parmenta reHa 16S pPHK, oOmiero ayis Bcex mpeacraBUTemNeit
nopsiaka Chlamydiales — xmamMuanii 1 X TaMUAAUSIIONOOHBIX MUKPOOPTaHU3MOB.

OmnpeneneH ONTUMAaIbHBIA TEMIIEPATYPHBIM pekuM nocTtaHoBKU I[P wu
YCTaHOBJIEH COCTaB PEAKIMOHHOMN CMECH. [Toxazano OTCYTCTBUE
Hecneuupuueckux peakuuid npu TectupoBaHuu o6pasuoB JIHK paznuunbix
BUPYCOB U OaKTepHii 1 GOPMHUPOBAHUE 1IEJIEBBIX AMIUIMKOHOB, COOTBETCTBYIOIINX
anuae 207-215 m.H., TONBKO OpW HUCnoJib3oBaHuMU B peakumu JIHK xmammmuit
pasueix BugoB (Chlamydia trachomatis, Chlamydiae pneumoniae) w
xyamuausnogoonoro mukpoopranusma Waddlia chondrophila, Bxonsmiero B
cemerictBo Chlamydiaceae.

[Ipoananu3upoBaHa TMOJOBO3pacTHas CTPYyKTypa U  pacmmdpoBaHa
stmonoruss 385 ciyyaeB NMHEBMOHMM myTemM noctaHoBku III[P B oTHOomeHun
npeacrasutene nmopsiaka Chlamydiales n oOnapyxenus supyca SARS-CoV-2.

[Tony4yeHnHsle B xoze padOThl JTaHHBIE CBUIETEIBCTBYIOT OO YCHEIIHOM
IPUMEHEHUU  MOJIEKYJSIPHO-OMOJIOTMYECKOT0  MOJAX0Ja K  OJAHOBPEMEHHOMU
WHIUKALUA KaK XJIAMUJIUH, TaK U XJIAMUJIUATOA0OHBIX MHKPOOPTraHMW3MOB. JTO
MOXET CIY>KUThb B JAJIbHEUILIEM Ba)XHbIM HMHCTPYMEHTOM ISl BBISIBIICHUS BCEX
npencraButeneil mopsaka Chlamydiales, m3ydenuss mx pacnpocTpaHEHHOCTH B
PecnyOnmuke ~ bemapycb  u pacumupeHuss — OpEACTaBIEHUS O POJIU
XJIAMUAUSITIOTOOHBIX MUKPOOPTAHU3MOB B TATOJIOTMH YEJIOBEKA.
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ANNOTATION

Thesis 58 p., 14 fig., 8 tables, 42 sources.

CHLAMYDIA-LIKE MICROORGANISMS, PCR, WADDLIA
CHONDROPHILA, SIMKANIA NEGEVENSIS, PARACHLAMYDIA
ACANTHAMOEBAE, 16S rRNA, ORDER CHLAMYDIALES.

Objects of research: samples of synovial fluid of the knee joint, scraping
smears from the urogenital tract of women and autopsy material of the lungs and
bronchi.

Objective: to test the polymerase chain reaction method for the indication of
Chlamydia-like organisms and to decipher the etiology of pneumonia by staging a
polymerase chain reaction.

Research methods: molecular genetic methods (DNA isolation, polymerase
chain reaction, electrophoresis).

As a result of the work carried out using various clinical materials (samples
of synovial fluid, scrapings of the urogenital tract), primers were tested that
provide amplification of a fragment of the 16S rRNA gene, common to all
representatives of the Chlamydiales order — chlamydia and Chlamydia-like
microorganisms.

The optimal temperature regime of PCR setting was determined and the
composition of the reaction mixture was determined. The absence of nonspecific
reactions was shown when testing DNA samples of various viruses and bacteria
and the formation of target amplicons corresponding to a length of 207-215 bp,
only when using Chlamydia of different species (Chlamydia trachomatis,
Chlamydiae pneumoniae) and the Chlamydia-like organism Waddlia
chondrophila, part of the Chlamydiaceae family, in the DNA reaction.

The sex-and-age structure was analyzed and the etiology of 385 cases of
pneumonia was deciphered by PCR against representatives of the order
Chlamydiales and the detection of the SARS-CoV-2 virus.

The data obtained in the course of the work indicate the successful
application of a molecular biological approach to the simultaneous indication of
both Chlamydia and Chlamydia-like organisms. This can serve in the future as an
important tool for identifying all representatives of the order Chlamydiales,
studying their prevalence in the Republic of Belarus and expanding the
understanding of the role of Chlamydia-like organisms in human pathology.
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AHATAIBIA

Heimomnas padota 58 c., 14 mat., 8 Tab:m., 42 KpBIHIIIBL.

Xnamigpisinagoousia Mikpaapranizmsl, [IJIP, WADDLIA CHONDROPHILA,
SIMKANIA NEGEVENSIS, PARACHLAMYDIA ACANTHAMOEBAE, 16S pPHK,
I[TAPAJIAK CHLAMYDIALES.

AOG'eKxThl acienaBaHHs: y30pbl CiHaBiaJdbHAM BaJKacill KaJeHHara cycrasa,
Ma3Ki-cacKoOBI 3 ypareHiTajgbHara TpakTa *aH4bIH 1 ayTarnciiHbl MaTIPBILT JETKIX
1 OpOHX.

MbTta: ampabaBamnb MeTaj najliMepa3Hail JIaHIy>)KHOM piakubll 7S
IHABIKAIBI XJIAMIJBIIIONO0HBIX MIKpaapraHizMay 1 pacuibli(hpaBalb 3THISIIOTIIO
MHEYMaH1i NUIIXaM NacTaHOYKI NaiMepa3Hal JIaHIy)KHOM pIaKIIbll.

Meranpl nacnefaBaHHS: MaJIEKYyJIIpHA-TEHETHIYHBIS METaabl (BBUIYyUYIHHE
JHK, naniMepasHyto JaHIlyToBasi plakiibls, daeKkTpadapa3).

VY BBIHIKY TpaBeA3€Hail Mpanbl 3 BBIKAPBICTAHHEM pO3Hara KilHIYHara
MaTIpbIsTy (y30pay ciHaBiajdbHAW BaJKacll, Ma3Koy-cackoOay ypOreHITaJIbHOIO
TpakTa) anpadaBaHbl ITpailMepbl, SKis 3a05ACMEeYBaOlb aMILTI(PIKaLbIIO (parMeHTa
reda 16S pPHK, arympHara mns ycix mpaxacraynikoy mapaaky Chlamydiales —
XJIaMIJIBIN 1 XJIaMiAbIanag00HbIX MiKpaapraHizmay.

BbI3HauaHbl anThIMaJbHBI TAMIIEPATYpPHBI p3KbIM nactaHoyki I[ILP 1
YcTansBaHbl CKJaj pIakibiiiHail cymeci. [lakazana ajcyTHacih HecHnelbIPpiuyHbIX
prakubiii mpbl  TAcTaBaHHl Yy3opay JIHK posnbix Bipycay 1 OakTIpblid 1
dbapMipaBaHHE MATaBbIX aMIUIIKOHAY, SIKis aamnaBsaaronb AayxbiHi 207-215 m.H.,
TOJIBKI TIPBI BBIKapbIcTaHHi ¥ paakubl JJHK xmamineid possaeix Bigay (Chlamydia
trachomatis, Chlamydiae pneumoniae) i XJIaMiIBIAIOA00HAra
mikpaapranizma Waddlia chondrophila, 3anydanara y cam'to Chlamydiaceae.

[IpaananizaBana mnoJjay3poctaBasi CTPYKTypa 1 pacuibippaBaHa 3THISIOTIA
385 Beimagkay nHeyMaHid nuiaxam nacraHoyki IIJIP y nausiHeHH1 [1a
npaacrayHikoy napanky Chlamydiales i Beissynenns Bipyca SARS-CoV-2.

ATpeiMaHblg ¥ Xoz3€ paboOThl Jaa3eHblsd cBeqyalb a0 NacHsxXOBBIM
MPBIMSHEHH] MaJleKyJsipHa-0isiariyHara najbIxo/1y Ja aJHa4acoBail 1HIbIKAIIbI1 SIK
XJaMiif, Tak 1 XJIaMiAbIAMagoOHbIX MikpaapraHizmay. ['9Ta Moxka ChnyXbllb Y
JANeUIIbIM BaXHBIM 1HCTPYMEHTaM JJIS BBIAYJICHHS YCIX MPAJICTAyHIKOY MapajaKy
Chlamydiales, BeByusHHs iXx pacmaycromkanacii ¥ PacmyOminer benmapych i
NAIIBIPAHHS YsyJIeHHs a0 pojl XJaMiIbIsnago0HbIX MiKpaapraHi3may y naTanorii
YaJiaBeKa.



