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AHHOTALIMSA

Junnomuast pabota 56 ctp., 40 puc., 2 Tadi., 34 HICTOYHUK JTUTEPATYPHI.

Obvexmul uccredosanus: 6GakTepun poaa Streptomyces.

Ileny: co3maHWe KOJUIGKIIMM M ONpEeJeNeHHe OOIIell XapakTepUCTUKU
OaxTepwuii poxa Streptomyces

Pe3ynbrarhl NpOBEIEHHOTO UCCIIEI0BAHHUS:

1. Coznmana koyeknus u3 16 mrammoB OakTepwii poma Streptomyces.
Kaxaplii mramm oTiimyanics Kak mo Mop¢oJIoTUH, TaK U MO0 aHTarOHUCTHYECKON
aktuBHOCTH. lllTamMmbl oOnamamu pa3iaMyHOM MHUTMEHTAIMEe KOJIOHHM, a TaKxke
CIIOCOOHOCTBIO U3MEHATH OKPACKy OKpY>Karollel cpesibl (OBCSHOTO arapa).

2. B xome paboTel OBLIM HCIOJIB30BAHBI MATOIEHHBIE OaKTEepUu
Staphylococcus aureus, Pseudomonas aeruginosa, Salmonella typhimurium,
Proteus vulgaris mns ompejelieHuss aHTarOHUCTHYECKOH aKTUBHOCTH. bobImast
YacTh KOJUIEKIMM HMEET AaHTarOHUCTUYECKYI0 AKTUBHOCTh IO OTHOLIEHUIO K
30JI0TUCTOMY CTa(PUIOKOKKY. [10 OTHOIIEHHIO K MPOTEI0 U CUHETHOMHOW NaloyKe
AHTAarOHMCTUYECKOM AKTUBHOCTU HE OOHApy>XeHO. bakrepuu akTUBHO pacTyT B
NPUCYTCTBUM AHTUMUKPOOHBIX BEIIECTB, KOTOPBIE BBIAEISIOT CTPENTOMMIIECTHI.
Hekoropble mnpeacTaBUTENM KOJUIEKUMU MPOSBISIM CBOKO AKTHUBHOCTH 110
OTHOUIEHUIO K CaJIbMOHEIIaM

3. OcBoeHbl Takue METOAbl, Kak: MeTon Jlpurambckoro, MeToq
HAKOIMUTEIbHBIX KYJIbTYp, METOJ YHUCTBIX KyJbTYp, OKpacka mno ['pamy,
MUKpPOCKOIIMPOBAaHUE, METOJ| MEPIEeHIUKYJISPHBIX IITPUXOB, METOJ arapoBbIX
OJIOKOB.
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AHATAIDBIA

JpimioMHuas mpana 56 c., 40 madn., 2 tabin., 34 KpbIHila JiTapaTyphl.

A6 ’exmul Oacnedsanns. 6aKTIPHIL pomy Streptomyces.

Mb>ma: cTBapsHHE KaJeKIbli 1 BBI3HAUDHHE arylibHall XapaKTapbICTHIKI
OaxTIpBIN poxy Streptomyces .

1. CrBopana kanekupls 3 16 mramay OakTapeiil poay Streptomyces. KoxHbI
mITaM ajpo3HiBaycs sSK ma mapdanorii, Tak 1 Ma aHTaraHiCTHIYHBIX AKTHIYHACII.
[IITampl Bajoaji po3Haii MIrMEHTAIIbITH KaJOHiH, a TakcaMa 3/10JIbHACITIO 3MSHSIb
aapOoyKy HaBaKoJIbHAra acsipoi3s (aycsiHara arapa).

2. Y xom3e paboTel ObUIl BBIKAPHICTAHBIS MAaTar€HHbIS OAKT3PHII
Staphylococcus aureus, Pseudomonas aeruginosa, Salmonella typhimurium,
Proteus vulgaris mis BeI3HaY3HHS aHTAaraHICTBIYHBIX aKTHIYHACHI. bobinas yacTka
KQJIEKIbll Mae AaHTaraHiCThIYHBIX AaKThIYHACIb Yy aJHOCIHAX Ja 3aJjalicrara
ctadilakoky. Y aJHOCIHAX Jia IpaTiio 1 CIHETHOMHYIO MaJlayullbl aHTaraH1CTHIYHBIX
aKTBIYHACIIl HE BbIAYJIEHA. bakTapbll akThlyHa pacTyllb Yy HPbICYTHACII
aHTBIMIKPOOHBIX  p34YbIBay, KIS BbUIyYalOLUb CTpAOTaMiludThl. HekaTopsls
IpajCTayHIK] KaJeKUbIl NpastyyIsiiil CBalo aKThIyHACIh Y aJHOCIHAX J]a callbMaHelay

3. ACBOEHBI TaKisi METaJIbl, SIK: MeTaj JpuUraabCckoro, MeTaj] HaKarIsJIbHbIX
KYJIbTYp, METaJ YbICTBIX KyJIbTYp, apapOoyka na ['pama, MikpackamisiBaHHE, META]T
NEePHEeHABIKYJISIPHBIX PbICAK, META]] arapoBbIX OJIOKAY.
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ANNOTATION

Diploma paper. 56 p., 40 fig., 2 table., 34 source of literature.

Obijects of research: bacteria of the genus Streptomyces.

Purpose: to create a collection and determine the general characteristics of
bacteria of the genus Streptomyces.

The results of the study:

1. Collection of 16 strains of Streptomyces bacteria has been created. Each
strain differed both in morphology and antagonistic activity. The strains had
different colony pigmentation, as well as the ability to change the color of the
environment (oat agar).

2. In the course of the work, pathogenic bacteria Staphylococcus aureus,
Pseudomonas aeruginosa, Salmonella typhimurium, Proteus vulgaris were used to
determine antagonistic activity. Most of the collection has antagonistic activity
towards Staphylococcus aureus. No antagonistic activity was found in relation to
proteus and Pseudomonas aeruginosa. Bacteria actively grow in the presence of
antimicrobial substances that are secreted by streptomyces. Some representatives of
the collection showed their activity in relation to salmonella

3. Such methods as: the Drigalsky method, the method of accumulative
cultures, the method of pure cultures, Gram coloring, microscopy, the method of
perpendicular strokes, the method of agar blocks have been mastered.



