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OBLIAA XAPAKTEPUCTHUKA PABOTHBI

Henas padorbl - UCCIENOBAHWE WM pPealu3alysl BO3MOKHOCTM AaBTOMATH3alMM IIPOLIECCOB
VCCIICIOBAHUsI T€HETUYECKUX JIAaHHBIX, IIOJIYYEHHBIX NPU  BBICOKOIIPOU3BOAUTEIHEHOM
cexkBenupoBanuu JJHK. B ngannHoii pabore mpeaMeTHO 00J1acThiO SIBISIETCS MOMCK Bapualydi
yyciaa Komui reHoB. [loumck ATMX Bapualui y JIOAEH pa3iauvacTcss B 3aBUCHMOCTH OT
MOMYJISIIIMKM U BBIOOpa anropuTMOB Toucka. [louck BapuaHTOB 3aHMMAeT MHOTO BPEMEHH U
Mpe/CTaBlsgeT COOONW MHOTOIIATOBBIM JUHEHHBIN anroput™M. PaspaboranHas matdopma
IJIAHUPYETCS. K BHEAPEHUIO B LIEHTpe IEeTCKOM OHKOJOTMH, TEMATOJOTMM U UMMYHOJIOTMU U
HAXOJUTCS B PeKUME (PUHATBHON arpoOaIiiy Ha PeaIbHbIX MaIMeHTaXx.

3agaum:

1. U3yuuth cnenudukaimo nporpaMMHBIX MOAYJEH, 4TOObl HAWTH pa3inuus B KOJIUYECTBE
KOITUH.

2. CpoekTupoBaTh M pa3paboTaTh CEPBEPHOE MPUIIOKEHUE ISl aBTOMATH3AINH TTOTYICHUS
IIPOMEKYTOYHBIX PE3YyJIbTATOB MOUCKA.

3. Ilpoananu3upoBaTh M MPOTECTHPOBATh Pa3pabOTaHHYIO IUIAT(HOPMY Ha peanbHbIX JaHHBIX
ITallUEHTOB.

CepBepHast 4YacTb HMEET MHKPOCEPBUCHYIO ApXUTEKTYpy M pa3padoTaHa Ha S3bIKE
nporpaMMupoBaHus Java ¢ ucnoss3oBanueM ¢periMBopka Spring Boot.



AI'YJIBHASA XAPAKTAPBICTBIKA ITPAILBI

Mbsra mnpaubl - JacienaBailb 1 plaliizaBallb MardbIMacillb ayTaMarbl3allbli  Iparpcay
JacjelaBaHHl TEHETHIUHBIX JAJ3€HBIX, AaTPhIMAHBIX Y XOJ3€ BBICOKANpaIyKIbIiHAra
cexkBenupoBanus JIHK. V naazenait mparnibl ¥ sikaciii mpaaMeTHai BoOIacti 3'syisieria momyK
BapbIAlIbIA KOJbKAcil Komik reHay. [lomyk nan3eHbIX BapbiAlblid y 4YajaBEeK PpO3HBI Y
3aJeXHAcll aJ Mamyssielid 1 BbeIOAphl anrapbiTMay mnomyky. [lomryk Bapbidnblii 3aiiMae
MPALSITIIB Yac 1 ysayise cadoil mMaTCTyNEeHHBI JTIHEHHBI anropuMT. PacmpamaBanas miuatdopma
mianyena s ykapanenss ¥ Y "LpaTp m3insuail aHkamorii, reMatajiorii i imyHamorii" 1
3HaXoA31IIa ¥ paKbIMe (piHaTbHAra TOCTABAaHHS HA PRAIbHBIX MallbICHTAX.

3agayubl.

1. BoiByubllib crienbl(hiKaIbII0 TPArpaMHbIX MOIYJIAY JUIsl MOLUIYKY BapbIsIbIil KOJBKACII KOIIM.
2. CmpaekTaBallb 1 pacmpariaBailb cepBepHae NPBIKJIAJaHHe ISl ayTaMaThl3allbll aTPhIMaHHS
IIPaMEXKaBbIX BBIHIKAY MOLIYKY.

3. TlpaBecui anami3 1 ampabarpifo pacmpanaBaHaid MmiIaTGOPMBI HA JA/3EHBIX PIATBHBI
naIbleHTax.

CepBepHas yacTKa Mae MUKPOCEPBICHYIO apXITIKTYypy 1 paclpaliaBaHa Ha MOBE IIparpaMaBaHHs
Java 3 BeIkapeicTanHeM (peiiMBopka Spring Boot.



ABSTRACT

The aim of this work is to investigate and implement the possibility of automating the
processes of studying genetic data obtained during high-throughput DNA sequencing. In this
work, as a subject area is the search for variations in the number of copies of genes. The search
for these variations in humans differs depending on the populations and the choice of search
algorithms. The search for variations takes a long time and is a multi-step linear algorithm. The
developed platform is planned for implementation in the State Institution “Center for Pediatric
Oncology, Hematology and Immunology” and is in the final testing mode on real patients.

Tasks:

1. Examine the specification of software modules to find variations in the number of copies

2. Design and develop a server application to automate the receipt of intermediate search results
3. Analyze and test the developed platform on real patient data.

The server side has a microservice architecture and is developed in Java using the Spring Boot
framework.



