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ABSTRACT 
 
 

Diploma work: 54 pages, 6 illustrations, 4 tables, 59 referensec. 
VACCINIUM VITIS-IDAEA (L.), DNA-LABELING, GENETIC 

POLYMORPHISM, INTRODUCED VARIETIES, ISSR, RAPD. 
Purpose of the study: the use of RAPD and ISSR analyzes to identify 

genetic polymorphism and molecular labeling of the collection of common 
lingonberry varieties of the Central Botanical Garden of the National Academy 
of Sciences of Belarus. 

The study was carried out using 14 introduced varieties of Lingonberry 
vulgaris. Total DNA was isolated from lingonberry leaves and shoots 
homogenized in liquid nitrogen using CTAB buffer. Primers were selected that 
show the greatest polymorphism in various genotypes of common lingonberry.
The level of genetic similarity / difference was assessed by the calculated 
coefficients of genetic distances using the formula Nei and Li for ISSR and 
RAPD analysis. 

It was revealed that the species lingonberry from natural populations was 
the most distant from the common lingonberry varieties, the genetic distances for 
which were in the range of 0.398-0.578. The genomes of the Swedish cultivar 

different from the genomes of the studied lingonberry cultivars. The highest 
coefficient of genetic differences was observed between varieties Ida  and 

Rubin  (0.538). The group of varieties of German origin ( Ammerland , 
Erntedank , Erntekrone , Erntesegen ) is characterized by the lowest level of 

genetic polymorphism. The smallest genetic distances were found between the 
varieties Erntekrone  - Koralle  (0.156), Erntekrone  - Sussi  (0.197), 

Erntedank  - Ammerland  (0.191), and Erntedank   Sanna  (0.190). 
The analysis of the data obtained made it possible to show that the use of 

the ISSR-method for the certification of common lingonberry varieties has a 
higher coefficient of genetic distances in the studied samples.  Thus, the two 
systems of primers we selected made it possible to separate the lingonberry 
varieties included in the studies. The developed methods make it possible to 
identify varieties that are characterized by greater genetic variability and have a 
large genetic potential. 
  


