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PE®EPAT

Hunmomuas padota 31 ¢, 5 puc, 27 uctouyHukoB, 1 Tabauia
Kurouessble caoBa: Bacillus pumilus, rpaMnonoxxurensHble UTONATOT€HHBIE

oakrepun, [11{P-ananu3, mynprumiekcHas [TLP.

OO0bekT uccaenoBanus: 21 mramm Bacillus pumilus

Hean padorei: Onrumu3anus metoaa [P nuarnoctuku Bacillus pumilus.

MeToabl HcciieJ0BAHUSI: MUKPOONOJIOTHYECKHE (KYIbTUBUPOBAHUE), MOJICKYJISIPHO-
renernueckue (Beigenenue JJHK, I11IP) dusuko-anamuruaeckue (3aekTpodopes B

arapo3HOM TeJie)

B pesynbrare npoBeneHHoro nccienoBanus osuia BoiaenerHa JJHK u3 mramMmos,
ONTUMU3UPOBaH TemneparypHsbiil pexxum [11[P-ananuza nns npaitmepos: Pec-f, Pec-r,
Bp-1, Bp-2, npaiimepbl ObUTH HCCIIEIOBAHBI Ha CIEIIMGUIHOCTD, POBEJICH aHAIN3

HEU3BECTHBIX ITAMMOB Ha pUHaANIexKHOCTh K Bacillus pumilus.



PODEPAT

Hermutomuas npama 31 ¢, 5 man, 27 kperHin, 1 Tabmina

Kuarwuassls ciaoBbl: Bacillus pumilus, rpammutrocaBsist piTonaTareHHbIS OaKTIPHII,
[T1[P-anamni3, mynbThimiekcHas [TJIP.

A0'exT nacaenaBanns: 21 mram Bacillus pumilus,
Mbta npanbl: Anteimizaneis Metaay [IJIP aeisirHocThiki Bacillus pumilus.

Mertaasbl 1acjieqaBaHHs: MikpaOisuiaridabis (KyJIbThIBaBaHHE), MaJIEKyJIIpHa-
reHeTeruHbls (BeuTyudHHE [IHK, T1JIP) dizika-anamiteraasis (3aektpadapa3s y
arapo3HOM rejii)

VY BBIHIKY IpaBe3eHara aacieaaBanHs Obuta Beiaseneda JIHK 3 mramay,
anTbhIMi3aBaHbl TAOMIIepaTypHbl pakbiM [1JIP-ananizy mis npaiimepay: Pec-f, Pec-r,
Bp-1, Bp-2, mpaitmeps! 066111 1aciegaBaHbl Ha CHeNbIPIYHACIID, TPABEI3ECHbI aHAII3
HEBSJIOMBIX IITaMay Ha MpbIHajexHacip Aa Bacillus pumilus.



ABSTRACT

Diploma thesis 31 p., 5 pic, 27 sources 1 table

Key words: Bacillus pumilus, gram-positive phytopathogenic bacteria, PCR analysis,
multicomplex PCR.

Object of the research: 21 strain

The aim of the research: Optimization of the PCR method for the diagnosis of
Bacillus pumilus.

The research methods: microbiological (cultivation), molecular-genetic (DNA
isolation, PCR), physical-analytical (agarose gel electrophoresis)

As a result of the researh, DNA was isolated from the strains, the temperature regime of
PCR analysis for primers: Pec-f, Pec-r, Bp-1, Bp-2 was optimized, the primers were
examined for specificity, the analysis of the unknown strains for belonging to Bacillus
pumilus was carried out.





