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PE®EPAT

JunuioMHas padora: 54 crpanuuel, 20 pucyHkoB, 20 HCTOUHUKOB.

KuiroueBble cj10Ba: TIUIaBHBIM ajuiepreH nbUTbLBl  Oepe3bl, Bet v 1,
PEKOMOMHAHTHBIC AJUIEPTeHBI, OaKTepHUaATbHBIE CUCTEMBI YKCITPECCHUH.

OO0beKT ucciiel0BaHuA: TJIABHBIN ajlIepreH MbUIbIbl Oepe3bl Bet v 1.

Heab: momyueHue JaHHBIX O pa3HOOOpa3suu M30(OpM TIIABHOTO ajuiepreHa
Ooepe3bl Bet v 1 myrem co3maHusi MUX PEKOMOMHAHTHBIX KJIOHOB B CHUCTEME
skcnpeccun Ha ocHoBe E. coli XL-1 Blue ¢ mocnenyronmm ceKBeHHPOBaHUEM.

Metoabl ucciaenoBanusi. Bbiaenenne MPHK w3 oToOpaHHOW MBUIBIIEI
meToioM ¢ LiCl, oOpaTHas TpaHCKpUIIIUS U CHHTE3 KoMmIuieMeHTapHo# ern JJHK
B xonxe [IIIP, knonupoBanue Ienmd B IuIa3MuaHbI Bektop plet 1.2/blunt,
pectpukiusi.  IIpoBepka  pe3ynbTaTOB  BBIMICU3JIOKECHHBIX  MaHUITYJISLIAMA
MpOBOAWIACE MYTEM 3JekTpodope3a B arapo3HoMm rene. [Ipu moaTBepxaeHUU
MPOXOXKJEHUS BCEX CTAUM MPOBOJAMIOCH CEKBEHHPOBAHUE MOJYYEHHBIX ICTICH.
Anamm3 (aiioB CeKBEHHpPOBaHUs TpoBOIWIM B mporpammax Blastn u Bioedit
Sequence Alignment Editor Bepcuu 7.2.5, SnapGene Bepcuu 2.3.

B xome mpoBeneHHOro ucCIeIOBaHUS ObUIM  CIETaHbl BBIBOJABI O
npeBajIupyromeld n30opMe TIIaBHOTO ajlIepreHa NbUIbLbl Oepe3bl Ha TEPPUTOPUN
Pecrry6mmku benapycs — Bet v 1.0101. [TorydeHHbIe JaHHBIE MOTYT CTaTh OCHOBOM
JUIS. TIPOM3BOJICTBA PEKOMOMHAHTHBIX a/UIEPI€HOB TOTO THUIIA, KOTOpPHIC Yallle
BCTPEUAIOTCS. HAa TEPPUTOPUM CTPaHbl JJII M3TOTOBJICHHUS JUArHOCTUYECKHUX
npenaparoB W Tepanuu aiepruu, obecrneunBas Oojee TOYHYIO IMOCTAHOBKY
nuarHosa u ycnenrHoe nmpoxoxaeHue ACUT niis 6ombiero Koam4ecTBa maueHToB.



POD®EPAT

Jeimuiomuas padora: 51 craponka, 20 mamronkay, 17 BeIkapacTaHBIX KPBIHIII.

KiawuaBbisi ¢J0BbI: TaJIOVHBI aliepreH MbUIOK Ospo3bl, Bet v 1,
PAKaMOIHAHTHBIS aJlepPTreHbl, OAKTAPBISUIBHBISA CICTAIMBI SKCIIPICIIO.

AO0’eKT JacjieqaBaHHs. TaJOYHBI aJepreH NMbUIoK 0spo3bl Bet v 1

MbTa: arpeiMaHHe JaHHBIX a0 pa3sHacTaiiHacIl 13a)opM rajoyHara ajgepreHa
nbUTOK Osipo3bl Bet v 1 nmuisixaM cTBapaHHS 1X pIKaMOIHAHTHBIS KJIOHAY Y CICTAIME
sKcmpacii Ha acHoBe E. coli XL-1 Blue 3 HacTymHBIM CeKBEHIpaBaHHEM.

Meranbl aaciaenaBanns. euiyusHHe MPHK 3 amaOpanaii meuiki Meragam 3
LiCl, 3BapoTHast TpaHCKPHIMIIBIS 1 CIHTI3 KamIieMeHTapHara janiyra JIHK y xomze
[P, xiaHaBaHHE JaHIYTy y TUa3MuAHbIN BekTap pJet 1.2 / blunt, pacTphIKiibIs.
[IpaBepka BBIHIKAY BBIPUNAAAA3EHBIX MAHIMYJSIBIA MpaBOJ3LIACS UISIXaM
anekTpadapazy ¥ arapoznom reii. [Ipbl nmanBepxaHH1 MpaxoKaHHS YCIX CTabINd
NpaBo/3ijiacsi  CEKBEHIpaBaHHE AaTPhIMAHBIX JIAHIYTOY. AHami3  daitnay
cekBeHIpaBaHHs TpaBo3iii ¥ mparpamax Blastn i Bioedit Sequence Alignment
Editor Bepcii 7.2.5, SnapGene Bepcii 2.3.

VY xomze mpaBen3eHara jaciefaBaHHs ObUIl 3pOOJIEHBI BBICHOBBI a0
npaBaioouail u3oopMe rajoyHara ajepreHa MbUIKa OspO3bl Ha TIPBITOPHIL
Pacmy6miki benapycs - Bet v 1.0101. Atpeimanbis Jaa3€HbIs MOTYIIb CTallb ACHOBAH
JUTSI BRITBOPUACIIl pIKaMOIHAHTHBIA aJiepreHay Taro ThIMY, IITO JETII HaJAbly1lb JAJIs
BbIpaly mpamaparay ajisi JbISTHOCTBIKI 1 TIpamil ajieprii, 3a0scrneuBarodbl OOIbIII
JAKJIaIHYIO MMTACTaHOYKY JbIATHA3Y 1 macrsaxoBae npaxopkanae ACIT s Gospiirait
KOJIbKACIII IMarbICHTay.
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The object of the research: major birch pollen allergen Bet v 1.

The aim of the research: to obtain data on the diversity of isoforms of the
major birch pollen allergen Bet v 1 recombinant clones were created in an expression
system based on E. coli XL-1 Blue with subsequent sequencing.

The research methods: isolation of mMRNA from the selected pollen by the
LiCl method, reverse transcription and synthesis of the complementary DNA
sequence by PCR, sequence cloning into the plasmid vector pJet 1.2 / blunt,
restriction. Verification of the manipulations described above was carried out by
electrophoresis in agarose gel. Upon confirmation of the passage of all stages,
sequencing of the obtained chains was carried out. Sequencing files were analyzed
using Blastn and Bioedit Sequence Alignment Editor version 7.2.5, SnapGene
version 2.3.

In the course of the study, conclusions were drawn about the prevailing
isoform of the main allergen of birch pollen in the territory of the Republic of
Belarus - Bet v 1.0101. The data obtained can become the basis for the production
of recombinant allergens of the type that are better suited for the manufacture of
drugs for the diagnosis and treatment of allergies, providing a more accurate
diagnosis and successful passage of ASIT for a larger number of patients.



