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PE®EPAT

JlanHast paboTa BBINOJIHEHA HA MSTHIECATH CTPAHUIAX, BKIIOYAET MATh TaOJIHIL
¥ BOCEMb PUCYHKOB. J{Jis1 HanmucaHusi UCIIOJIB30BATIOCH CEMb/IECAT YEThIPE NCTOUHUKA
JUTEPaATYPHI.

Oo0wexter uccnenoBanus: CHAP-nmomen sHponmsuHa Oaktepuodara phi 11,
mrramMbl Escherichia coli BL-21(DE3), Escherichia coli XL-1 Blue, Staphylococcus
aureus 25923.

Llenp uccienoBanus: nojydeHue B kierkax Escherichia coli, Beinenenne n
ourictka CHAP-1omena suom3nna 6akrepuodara phi 11.

OcHosubie meTonbl uccnenoBanus: JJCH-ITAAT snexkrpodopes, snekrpodopes
B arapo3HoM reine, xpomarorpadus, [1LIP, TypOunumeTpuyeckuii aHamus.

Habmronenuss u uccinegoBanus nposoauwiu B HUJI buorexnonmorun Ha 0aze
kadeapel MUKpoOuosiorun ouosiornueckoro (axkynprera bI'Y ¢ centsaops 2018 rona
o maut 2021 rona.

OcCHOBHBIE pe3yIbTaThl HCCIEAOBAHUS:

1. Beimn ycnenHo TpaHchopmupoBansl mrammbl Escherichia coli XL-1 Blue u
Escherichia coli BL21 (DE3) mnasmuaasiM BektopoM PET 24b(+), coneprkarimm rexn
CHAP-nomena saonu3uHa 6akrepuodara phi 11.

2. TlogoGpanbl ycnoBusi pedoyIuHTa MpU BBIACICHUA W OYUCTKE IIEJIEBOTO
Oenka U3 Tesel BKIIIOUEHUS TIOCTIE MPOBEACHUS WHAYKIIHH.

3. Pa3zpaboTtaHa TEXHOJOTHUS BBIACICHHUS U OYUCTKU HCCIEAYEeMOTo Oeika W3
TeJell BKIIOUYCHUSI.

4. TlpoBeneHnl UCCIAEAOBAHUS W aHAIU3 AHTUCTA(PUIOKOKKOBOW aKTUBHOCTH
CHAP-nomena saonu3uHa 6akrepuodara phi 11.

Kirouessie cinoa: augonusud, CHAP-gomen, 6aktepuodar phi 11, BeineiacHue
U ourcTka Oernka, Staphylococcus aureus, antubuoTuku, pedouHr.

OO6sacTh NPUMEHEHHUS: JIeueHUE OaKTEepUaAIbHBIX HH(PEKIIUMA.



PODEPAT

Jlanzenast mpara BbIKaHaHa Ha MSIIA3ECsIl CTapOHKax, YKIIoYae msib TabIill 1
BOCceM MajroHKay. Jlisg HamicaHHS BBIKApbICTOYBajacs CEMA3ECAT YaTbIPhl
JTapaTypHBIX KPBIHIIIBL.

AG'ektbl nmacnemaBanHs: CHAP-mamen sHpamiziHa Oaktapeisidara phi 11,
mrrambl Escherichia coli BL-21 (DE3), Escherichia coli XL-1 Blue, Staphylococcus
aureus 25923.

Mbsrta nmacienaBaHHs: arpeiMaHHe Y kietkax Escherichia coli, BeurywsnHE i
aubicTka CHAP-namena supnanizina 6akrapeisidara phi 11.

AcnoVubis Metanbl gacnenaBanss: JJCH-TIAATL anextpadapasz, snekrpadapis
¥ arapo3HoMm redii, xpamararpadis, [TLP, TypOineiMerpbrascki aHais.

Hazipanns 1 nacnenasanui npasoasuni ¥ HJJI bistaxHanorii Ha 0a3e kadenpbl
MikpaOisutorii Oisnariunara ¢axkynstata b1V 3 BepacHs 2018 roga na mait 2021 roga.

ACHOVHBIS BbIHIKI JJaCTIC/ITABAHHS:

1. beuti macmsixoBa Tpanchapmasanbl mTambl Escherichia coli XL-1 Blue i
Escherichia coli BL21 (DE3) mia3migaeim Bektapam pET 24b (+), ki 3msirdae reH
CHAP-namena suanizina 6akrapeisigara phi 11.

2. [TamaGpanbl YMOBBI pa(OIABIHTA Pl BBII3SJICHHI 1 a4bICTI[BI MATaBara osuiky
3 LIS YKITIOUAHHS NACsl NPaBsiA3€HHS 1HIYKIbIL.

3. PacnpariaBana T3XHaJIOTisl BBIA3SJIEHHS 1 @UbICTKI JIOCieHara OsyKy 3 Lisuis
VKIIFOUHHS.

4. TlpaBen3eHsl jaacieqaBaHHI 1 aHai3 aHTHICTa]IIaKOKKaBall aKTBIYHACII
CHAP-namena suanizina 6akrapeisidara phi 11.

KirouaBeist cioBer: supainizin, CHAP-namen, 6aktapsisidar phi 11, BeUTyddHHE
1 aubicTKa OsuTKy, Staphylococcus aureus, aHTBIOIETHIKI, PA(OIIIBIHT.

BoOnacup npbIMSIHEHHS: JITYOHHE OAKTIPBISIIBHBIX 1H(EKIIBIH.



ABSTRACT

This work is done on fifty pages, includes five tables and eight figures. For
writing, seventy-four sources of literature were used.

Objects of research: the CHAP domain of endolysin of bacteriophage phi 11,
strains of Escherichia coli BL-21 (DE3), Escherichia coli XL-1 Blue, Staphylococcus
aureus 25923.

Objective of the study: obtaining in Escherichia coli cells, isolation and
purification of the CHAP-domain of endolysin of bacteriophage phi 11.

Basic research methods: SDS-PAGE electrophoresis, agarose gel
electrophoresis, chromatography, PCR, turbidimetric analysis.

Observations and studies were carried out at the Research Laboratory of
Biotechnology on the basis of the Department of Microbiology, Faculty of Biology,
BSU from September 2018 to May 2021.

The main results of the study:

1. Were successfully transformed strains Escherichia coli XL-1 Blue and
Escherichia coli BL21 (DE3) plasmid vector pET 24b (+) containing the gene CHAP-
domain endolysin of bacteriophage phi 11.

2. The refolding conditions were selected for the isolation and purification of the
target protein from inclusion bodies after induction.

3. A technology has been developed for the isolation and purification of the
protein under study from inclusion bodies.

4. Research and analysis of antistaphylococcal activity of CHAP-domain of
endolysin of bacteriophage phi 11 were carried out.

Key words: endolysin, CHAP domain, phi 11 bacteriophage, protein isolation
and purification, Staphylococcus aureus, antibiotics, refolding.

Applications: treatment of bacterial infections.



