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PE®EPAT

Jumnomuas pabora 27 c., 2 Tabmuipl, 6 PHUCYHKOB, 23 HCTOYHHUKA
(aHTJIOS3BIYHBIX ).

KmioueBbie caoBa: miasmuga pGreenll0229-Hyg, Agrobacterium
tumefaciens, Aspergillus awamori, kaneiueBast Tpancgopmariusi, arpodaKTepragIbHast
TpaHchOopMaIus, peCTPUKIIMOHHBIN aHAIIN3.

O60bexThl HMccaegoBanusi:  Agrobacterium  tumefaciens, Aspergillus
awamori.

Hean:  wccremoBaHne  BO3MOXXHOCTH — HMCIOJB30BaHUS  BEKTOPHOU
koHcTpykiuu  pGreenll0229-Hyg nmns  arpoGakrepuanbHOW — TpaHChOpMaIiH
MUIETHATBHBIX TprOoB Aspergillus awamori.

MeToabl HCCIEI0BAHMS: MOJICKYJSIPHO-TCHETHUECKIE METOBI (BBIACIICHHAC
JHK,  pecTpukuMOHHBIA  aHamu3, dJeKTpodope3 B  arapo3HoM  Telie),
arpo0akTepHuasibHas TpaHchopMaus MULETHAIBHBIX TPUOOB.

Pe3yabTaThl HCC/ICIOBAHMS:

1. C ucmonp30BaHUEM PECTPUKIIMOHHOTO aHAIM3a MOATBEPKICHO HAJIMYHE TeHA
hyg, oOyciaBmuBaromero ycTOWYMBOCTh K THTPAMHIIMHY, B COCTaBe
arpobakrepuanbHOro BekTopa pGreenl10229-Hyg.

2. ONTUMU3UPOBAaHb  yCIIOBUS  JUIA  TPOBEIACHUS  arpoOaKkTepraIbHOM
TpaHchOopMaIK MUALISTHATBHBIX TpHOOB A.awamori.

3. B pesynprate mpoBeAcHHUS arpoOakTepHalbHON TpaHchopManuu OToOpaH
PEKOMOMHAHTHBIA MmTamMM A. awamori, NpOsBISIONMNA YCTOWYHMBOCTh K
AHTUOMOTUKY TUTPAMHUIMHY, YTO KOCBEHHO CBHJIETEIHCTBYET 00 MHTErpaLUU
reda hyg B rerom A. awamori.

4. Bektop pGreenll0229-Hyg MoXeT WCIOMB30BaThCS ISl KIOHUPOBAHUS
IICJICBBIX TCHOB C IICJIbI0 MX IMOCIICAYIOIIEro BBEJACHUS B reHoMm A. awamori
METOJ/IOM arpoOakTepruanbHOU TpaHCHOPMAIIHH.



PODEPAT
Heimmomuass mpana 27 c., 2 Tabmimbl, 6 MamioHKay, 23 KPBIHIIBI

(aHTJIaMOYVHBIX).
KmouaBpisi  caoBbl: 1miasmuga  pGreenll0229-Hyg,  Agrobacterium
tumefaciens, Aspergillus awamori, KaJIbIIbIeBas TpaHchapMarbis,

arpoOakTepHuaibHas TpaHchapmallbis, PECTPUKIIMOHHBIN aHa13.

A0'exTnl nacaenaBanni: Agrobacterium tumefaciens, Aspergillus awamori.

Mbra: nacnenaBaHHE MardbIMacili BHIKAPHICTAHHS BEKTapHail KaHCTPYKIIBIL
pGreenll0229-Hyg nns  arpobaktepuanbHON  TpaHcdapmalpli  MHIIETHAIBHBIX
rpeidoy Aspergillus awamori.

MeTtaabl AacielaBaHHS: MaJICKYyJSIpHA-TEHETHIYHbIA METaAbl (BBUIYYSHHE
JAHK,  pecTpukiMoOHHBIA  aHami3, dJekTpadaps3 ¥  arapo3HoMm  remi),
arpo0akTepHralibHas TpaHc(hapMalblsl MULETHAIBHBIX TPHIOOY.

BroIHIKI facienaBaHHA:

1. 3 BBIKapBICTAHHEM PECTPUKLUMOHHOTO aHalI3y IMalBep/KaHa HasyHaclb I'€Ha

hyg, abymaynsaycst ycroimBacip ga THTPAMHIIMHY, Y CKJIaJ3¢ arpoOakTepHaIbHOTO
BekTapa pGreenll0229-Hyg.

2. AnTbIMi3aBaHbl YMOBBI JIJISl IPaBSA3EHHS arpoOaKkTepruaibHON TpaHchapMalbli
MUIICITUATLHBIX TPBIO0Y A.awamori.

3. YV BBIHIKY MpaBAI3eHHS arpoOakTepHalbHOM TpaHc(apmalbll agadpaHbl
pAKaMOIHAHTHBIS TaM A. awamori, Kl Ipasyise YCToimBacup Ja aHThIOIETHIKA
THTPaMHMIIMHY, ITO YCKOCHA CBEIYBIIL a0 iHTATparbli TeHa hyg ¥ renom A. awamori.

4. Bekrap pGreenll0229-Hyg moka BbIKapbICTOYBAIA AJis1 KJIaHABAHHS MAITaBbIX
reHay 3 MITail iX HacTymHara YBSJI3eHHS Y TeHoM A. awamori wmeragam
arpo0aKTepHaIbHON TpaHcpapmMarlbli.



ESSAY

Thesis 27 p., 2 tables, 6 drawings, 23 sources (English).

Key words: plasmid pGreenll0229 — Hyg, Agrobacterium tumefaciens,
Aspergillus awamori, calcium transformation, agrobacterial transformation,
restriction analysis.

The object of research: Agrobacterium tumefaciens, Aspergillus awamori.

The aim of the research: to study the possibility of using the vector
construction pGreenll0229 — Hyg for the agrobacterial transformation of Aspergillus
awamori mycelial fungi.

Research methods: molecular genetic methods (DNA isolation, restriction
analysis, agarose gel electrophoresis), agrobacterial transformation of mycelial fungi.

Research results:

1. Using the restriction analysis, the presence of the hyg gene, which causes
resistance to hygramycin, in the agrobacterial vector pGreenll0229 — Hyg was
confirmed.

2. The conditions for carrying out agrobacterial transformation of A.awamori
mycelial fungi have been optimized.

3. As a result of the agrobacterial transformation, a recombinant A. awamori strain
was selected that showed antibiotic resistance to hygramycin, which indirectly
indicates the integration of the hyg gene into the A. awamori genome.

4. The vector pGreenll0229 — Hyg can be used to clone target genes for their
subsequent introduction into the A. awamori genome by agrobacterial transformation.



