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AHHOTALIMSA

Obwvexm uccrnedosanusi — mrammbl O6aktepuii Bacillus amyloliquefaciens 1,
B. amyloliquefaciens 59, B. mojavensis 61, B. subtilis 21C, B. subtilis 4(2).

Llenv  pabomer — uneHTHGUKALUA, (QUINOIOTO-OMOXUMUYECKAsT H
MOJICKYJISIPHO-TCHETHYeCKass ~ XapakTtepuctuka  Oakrepuid  poma  Bacillus,
NEPCIIEKTUBHBIX ISl HMCIOJB30BaHUS B COCTaBe OHOIpenapaToB ISl 3aIUTHI
pPaCTCHUMN.

Memoowi  uccnedosanuss — MUKPOOHMOJIOTHYECKHE, OHMOXUMUYECKUE,
MOJICKYJISIPHO-TEHETHUECKHUE.

Pabora mocBsAmeHa  (QuU3NONOro-OMOXMMHYECKOM W MOJEKYJSIPHO-
TCHETUYECKON xapakrepuctuke Oaktepum poxa Bacillus, mepcrmekTuBHBIX myst
UCIIONb30BaHUs B COCTaBe OMOTMpenaparoB AJs 3alIUThl pacTeHuii. Ha ocHOBaHuuM
naHHBIX ~ cekBeHWpoBanuss rena 16S  pPHK wu MALDI-TOF  wmacc-
CIIEKTPOMETPUYECKOTO aHaju3a OENKOBBIX Mpoduiell yCTaHOBIEHO, YTO
UCCIIeyeMble IITaMMbI Oamwil  oTHocsATcs K Bumam  B. amyloliquefacies,
B. subtilis, B. mojavensis, ¢ momomsto reHotunupoBanus merogaom RAPD-IILIP
BBISIBJICHA WX TEHETHYECKas TeTeporeHHOCTh. [lokazaHO, YTO TEeCTHpyeMble
Oamuiel  00JAAAI0T KOMIUIEKCHOM aHTHOAKTepUadbHOM W aHTH(PYHIaJbHOU
AKTUBHOCTBIO B OTHOIIEHUM psiAa naTtoreHoB pacreHud. C nomompro [P
aHaM3a B WX I€HOMaX BBISBJIICHBI T'€HBI, KOAUPYIOIIUE CHHTE3 aHTUMHUKPOOHBIX
nentunoB. [IpomeMoHCTpUpOBaHAa  CIOCOOHOCTH — MCCIEAYEMBIX  IIITaMMOB
MPOAYIIUPOBATh  MHAOIMI-3-YKCYCHOW  KHUCJIOTY. YCTaHOBJIEHO, YTO OHHU
YyBCTBUTEILHBl K Py aHTHOMOTUKOB, WCIOJB3YEMBIX B MEIUIUHE W
BETEPUHAPUHU, U MOTYT paccMaTpuBaThCs Kak Oe30macHble C TOYKH 3pPEHUs
pacmpocTpaHeHHs MPU3HAKa AHTUOMOTUKOPE3UCTECHTHOCTH.
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ANNOTATION

Object of research — bacterial strains Bacillus amyloliquefaciens 1,
B. amyloliquefaciens 59, B. mojavensis 61, B. subtilis 21C, B. subtilis 4(2).

Objective — identification, physiological, biochemical and molecular genetic
characterization of bacteria of the genus Bacillus as a potential biological control
agents for plant protection.

Methods of investigation — microbiological, biochemical and molecular-
genetic.

The work is devoted to the physiological, biochemical and molecular genetic
characterization of bacteria of the genus Bacillus, promising for an application in
preparations for biological plant protection. Based on the data of 16S rRNA gene
sequencing and MALDI-TOF mass spectrometric analysis of protein profiles, it
was found that the studied bacilli strains belong to the species B. amyloliquefacies,
B. subtilis, B. mojavensis, and their genetic heterogeneity was revealed using
RAPD-PCR genotyping. It was shown that the tested bacilli possess complex
antibacterial and antifungal activity against a number of plant pathogens. PCR
analysis revealed genes encoding the synthesis of antimicrobial peptides in their
genomes. The ability of the studied strains to produce indolyl-3-acetic acid was
demonstrated. It was found that they are sensitive to a number of antibiotics used
in medicine and veterinary, and can be regarded as safe from the point of view of
the spread of antibiotic resistance.
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AHATALBIS.

Ab6'exm Oacneoasanmns — mrammbl OakTapeiii Bacillus amyloliquefaciens 1,
B. amyloliquefaciens 59, B. mojavensis 61, B. subtilis 21C, B. subtilis 4(2).

Mboma npayer — 1a3HTHIQIKAIEIA, (i3i€nara-OisxiMiuyHas 1 MajeKyJspHa-
TCHETHIYHAS XapaKTapbICThiKa OakTIphii poay Bacillus, mepcnekThlyHBIX Is
BBIKApBICTaHHS ¥ CKJIa/13¢e OisrpamapaTay s aXOBBI paciliH.

Memaowr dacnedasannsi — MIKpaOisaridyupisg, OlIXIMIYHBIA, MaleKyIspHa-
T'CHETHIYHBIS.

[Ipama mpeicBeuana ¢izi€nara-OisixiMiyHaii 1 MalleKyJIsipHa-TeHEeThIYHaN
XapaKTapbICTHILLI OaKkTAphIi poay Bacillus, mepcnekThIYHBIX IS BRIKAPBICTAHHS ¥
CKJaja3e Oidnpanaparay Jjisi axoBbl paciiH. Ha majncTBe man3eHbIX CeKBEHABAHHS
rena 16S pPHK u MALDI-TOF wmac-ciekTpameTphldHara aHaii3y OsUTKOBBIX
npodiisgy yCcTaHOYJICHA, INTO JacieIyeMbIs INTaMbl agHOCAINA Ja Bimay
B. amyloliquefacies, B. subtilis, B. mojavensis, 3 mamamoraii TIeHaTbIIIABaHHS
maTtagam RAPD-ITJIP BeisyacHa IX reHeThIYHAs reTdpareHHacilb. IlakazaHa, mITo
TACHIPYEeMbIss  OalbUIbl  BAJIOJAIONb  KOMIUIGKCAH  aHTHIOAKTAPBISUIBHBIA |
aHTBIQYHTAIbHAK aKTBIYHACIIO ¥ aJHOCIHAX Ja IIdpary marareHay paciid. 3
nammamoraii I[1JIP anamizy ¥ IX reHOMax 3HOMA3CHBI TeHBI, KIS KaI3Ipyrolb CIHTI3
AHTBIMIKPOOHBIX menThAay. I[lpagdMaHcTpaBaHa 370JBHACIL  JACIICIyEeMbIX
mramMay mpajayKaBallb 1HAaII-3-BOIATHYIO KicjaaTy. YCTaHOYJICHA, IITO SHBI
aJI4yBaJIbHBIS J1a MIPpaAry aHTHIOIETHIKAY, sIKiS BHIKAPBICTOYBAIOIIA ¥ MEIBIIIBIHE 1
BETAPBIHAPKI, 1 MOTYIb pa3risjaiia sK OSCIEYHBIS 3 TYHKTY TJIE/HKaHHS
pacraycroKBaHHS MPBIKMETHI aHTHIOIEThIKAY CTOMITIBACII].



