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PED®EPAT

Junnomuas pabota BkiIrouyaer: ctpaHull — 49, pucynka — 19, taboun — 2,
MCTOYHUKOB — 41.

KroueBblie CJIOBa: OIIMI'EHETUYECKHE MAPKEPBI,
AJIBTEPHATUBHBIN CIUIAMCHHI, OCTPbI1 MUEJIOUJIHBIN JIEMKO3,
['MBPU/IHBIE BEJIKUA RUNXI-RUNXITI " KMT2A-AFF1,
BEMONMH®OPMATUYECKUI AHAJIN3.

OOBeKT wuccleoBaHusl: TEHOM M TPAaHCKPUITOM JBYX JIEMKO3HBIX
kiIeTouHbix juHUN (Kasumi-1 u SEM) ¢ nByMs pa3HbIMH THUIIAMH PEIMIIPOKHBIX
XPOMOCOMHBIX TPAHCIIOKALIUM.

Llenp: U3yuynuTh acCOLMALMIO SMUTEHETUYECKUX MApPKEPOB CO CILIAHCHHIOM
MatpuuHoi PHK B nelKO3HBIX KIeTKax

Meroapl: cnenuanu3upoBaHHbIE HWHCTPYMEHTHl OMOMH(DOPMAIMOHHOTO
aHaau3a.

boina  u3yueHa — accoumanus =~ MeXAY ~— HATTEPHOM  PA3IMYHBIX
AMUTCHETUUECKUX MapKEPOB U PEAM3yEMbIX CIJIAHCUHTOBBIX COOBITUI HAa YPOBHE
MOJIHOTO T€HOMa M TPAHCKPUIITOMA B JIBYX JIEHKO3HBIX KIETOYHBIX JIMHUAX
yenoBeka Kasumi-1 u SEM ¢ 1ByMs pa3HbIMH THUIIAMH  PELHUIPOKHBIX
XpPOMOCOMHBIX ~ TpaHcliokauuii. IlokazaHo, 4YTO MHOTME JIUTCHETHYECKUE
MapKephbl, ONpeestone 001ee OTKPHITOE UM 3aKPhITOE COCTOSIHUE XPOMAaTHHA,
pacnpeneneHbl HEOJUHAKOBO B 00JIACTAX JOHOPHBIX M aKIENTOPHBIX, a TaKXKe
KAaHOHWYECKUX W aJIbTEPHATUBHBIX CANTOB CIUIAMCHMHIA HSKCIPECCUPYIOLIUXCS
reHoB. Mapkepbl OTKPBITOTO XpOMaTHHA 3HAYMMO Yallle MPUCYTCTBYIOT B 00JaCTH
YY4aCTKOB C aJIbTE€PHATUBHBIMU COOBITHSIMU CIUIAMiCMHIa, 4YeM B YyuyacTKaxX ¢
KaHOHWYECKUM CILJIAHCMHTOM, B TO BpeMs Kak JJii MapKepa TPUMETUIUPOBAHUS
TMCTOHA 3 1O JIM3UHY B NO3UIMU 36 HaOMI0gaeTCsl MPOTUBOMOIOKHASI TEHACHITHS.
[Tony4yeHHble pe3yabTaThl BCKPHIBAIOT HAJIMYME JIOMOJHUTEIHLHOTO, IOKa eIlle
OYEHb IJIOXO H3YYEHHOTO CJO0S B PEryJslUU albTEePHATUBHOTO CIUIAMCHHIA B
KJIETKaX Y€JIOBEKA.



PODEPAT

JpinnomMHas mpana ykiroyae: crapoHak - 49, mamonka - 19, tabming - 2,
KpbIHIIT - 41.

KrouaBbis CJIOBBI: OIIM'EHETUYECKHE MAPKEP,
AJIbTOPHATBIVHBIS ~ CIUIAMCUHI, BOCTPAS  MUEJOUJHBIN
JIEMKO3YV, TIBPBIJHBI BSJIKOY RUNXI-RUNXITI 1 KMT2A-AFFI,
BUOMH®OPMATUYECKUI AHAJII3.

AG'exT nacienaBaHHS: T€HOM 1 TPAHCKPBINTAY IBYX JIEHKO3HBIS KJIETKaBbIX
miHii (Kasumi-1 1 SEM) 3 1ByMa po3HbIMI ThIIaM1 PAIBITPOKHAN XPOMOCOMHBIX
TPAHCJIOKALIUM.

MbTa: BBIBYYBILb ACALBISLBIIO SIMUTEHETUYECKUX MapKepay ca CIUIailCUHIOM
matperuHail PHK y neliko3HbIsA KneTkax

Mertazpl: crienpblsiIizaBaHblsl IHCTPYMEHThI OMOMH(GOPMAILIMOHHOTO aHATI3Y.

boina BbIBydaHa acalpidlibll MaMiXK MHaT3pHAY PO3HBIX SMUTCHETHUYECKUX
Mapkepay 1 plaajizyrolila CIJIaiCUHTOBBIX MaJi3ei Ha Y3pOoyHI MmoyHara reHomy i
TpaHCKpUNITOMA ¥ JBYX JIEMKO3HBIA KJIETKaBbIX JiHIIX yanaBeka Kasumi-1 1 SEM 3
JIByMa pO3HBIMI ThIIIaMi PALBINIPOKHANH XPOMOCOMHBIX TpaHciokauui. [lakazaHa,
IITO MHOT1Sl AMUT€HETUYECKHE MapKepbl, SKisl BbI3HAUYarollb OOJbII aJKpbITae abo
3aKpbITa€ CTaH XpamalliHe, pa3MepKaBaHbl HeaJHOJIbKaBa ¥ abnacisX JOHOPHBIX 1
aKLPITApHBIX, @ TaKkcaMa KaHAHIYHBIX 1 aJbTIPHATHIYHBIX caiTay crjialicuHra
AKCIIPECCUPYIOIIMXCA TeHay. Mapkepbl aJKpbiTara XpamailiHe 3HayHa dYaclel
NPBICYTHIYAIOIb Y TajiiHe y4acTKay 3 albTIPHATHIYHBbIMI Maa3€siMi CIUIACHUHTIa,
YbIM Yy ydYacTKax 3 KaHAHIYHBIM CIUIAHCHMHIOM, Y TOM 4Yac sK Il Mapkepa
TPUMETWIUPOBAHMS TUCTOHA 3 Ta JIi3iH ¥ ma3iubll 36 Haszipaela cynpaibierias
TOHADHIIBIA. ATpPbIMaHbISI BBIHIKI BBIKPBIBAIOIb HASYHACIb /aJlaTKOBara, MnaxyJlib
A9 BEIbMI JIpAHHA BbIByYaHara IuUlacTa ¥y poryisibll  ajdbTIpHAThIYHAra
CIUIACUHTIA ¥ KJIIETKaxX YajlaBeKa
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The object of study: the genome and transcript of two leukemic cell lines
(Kasumi-1 and SEM) with two different types of reciprocal chromosomal
translocations.

Objective: To study the association of epigenetic markers with splicing of
messenger RNA in leukemic cells.

Methods: specialized bioinformatics analysis tools.

In this work we estimated associations between distribution patterns of
several epigenetic marks and splicing events on the level of full genome and
transcriptome in the cells of two leukemic cell lines containing two different
reciprocal chromosome translocations. Significant difference in distribution of
epigenetic marks was found, contributing to more opened or more closed
chromatin in loci of donor vs. acceptor and canonical vs. alternative splice sites in
expressing genes. Marks of the opened chromatin are significantly more often
present in the genomic regions with alternative splicing events than in regions with
canonical splicing, while for the mark of the histone 3 trimethylation at lysine 36,
the opposite trend is observed. The obtained results reveal the presence of an
additional, still very poorly studied layer in the regulation of alternative splicing in
human cells.



