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AHHOTANIUA

Jummomuas padora — 54 c.,11 puc., 9 Tadm., 33 UCTOUYHUKA.

KiaoueBbsle cioBa: Bupyc wummyHonedummra yenoBeka (BUY),
MOJIEKYJIIPHO-TEHETHYECKasi XapaKTepUCTHKA, TE€HOTHIbI, CYOTHIbI, MYTalUu
PE3UCTEHTHOCTH, uUMMyHObepMeHTHbI aHanmm3 (MDA), komuwdecTBeHHAs
nonumepaszHas nensas peakuus (I1L[P), reHotunupoBanue, CEKBEHUPOBAHHUE.

O0bekT ncesieqoBaHusi . 00pa3ibl CbIBOPOTOK U IJIa3Mbl KPOBH.

Heab padoTsl: onpeaenuts reHoTunsl U cyoturnsl BUY, BeISIBUTE MyTaluu
B F€HOME BHpYyCa M OLIEHUTh UX 3HaYEHUE JJI Tepanuu.

Metoabl wucciaenoBanusi: ceposiornyeckue (MDA), monekynsipHo-
ounonornyeckue (BeineneHue JJHK MeTonoM MarHMTHOTIO pa3felieHHs], BbICICHHE
JAHK merogom npeuunurtanmu, [P, kommuectBennas IILIP, cexkBeHmpyromas
[IIIP, snextpodope3, oumnctka JHK meromom ajmcopOiuum Ha cuiivkareiaeBon
meMOpane, ourctka JIHK aneratom Hatpus, cekBeHrupoBanue 1o Canrepy).

B pe3ynbTaTe BhINOIHEHHON pabOThl yCTAHOBIIEHO:

1. Cpeau cyotunoB BUY-1 nomunupoBan cyOtun A, mpencTaBiieHHbBIN
A6 moa-oATHIIOM, BBISBICHHBIN B 16 13 19 o0Opasiios (84,2 %).

2. Cy6tun B ycranosnen B aByx mpobax (10,5 %) u B onHOM ciyyae
UpKysupyrorias pekomonnantHas Gopma CRF03_AB (5,3 %).

3. N3 19 wuccnenoBaHHbIX 0O0Opa3loB, KakK [OKa3aJld pPE3yJbTAThl
MPOBEACHHBIX HCCienoBaHuM, B oopa3uax Ne 7, 11, 12, 13 u 15 O6b11u 06Hapy>KEHbI
JIEKapCTBEHHO 3HAYMMbIE MYTAllMd pA3HOIO YPOBHSA PE3UCTEHTHOCTH K
antuperpoBupycHbiM npenaparam. Cpeau Hux kK HUOT u HHUOT oOnapyxeHo
no 7 mytaruii. Cpequn HUOT 6sumn: D67N, K70N, M184V, K219E, A62V, K65R,
L741. B 4 (57,1%) u3 7 oOpa3moB BcTpedanach mytanust M184MV, ocrtanpHbIe
MYyTallMH BhISIBIEHBI B eMHUYHBIX ciaydasx. Cpequ HHUOT 6sun: L1001, P225H,
G190S, E138A, K101E, Y181C. B nByx ciyuasx omnpezaencHsl 3aMeHbl K103N u
G190GS, nosiBiaeHue KOTOPHIX BeleT K HEIP(HEKTUBHOCTH JICUEHUS MpenapaTamu
HEHYKJICO3UIHOTO PAa.
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AHATALBIS

Jpimiomuas npara - 54 c., 11 man., 9 tadm., 33 KpbIHILbL.

KirouaBpisi ¢ji0BbI: Bipyc 1MyHaad(inbiTy yanaBeka (BIY),
MaJIeKyJIspHa-TCHEThIUHAS ~ XapaKTapbICThIKa, TCHATHINBI, CYOTHIY,
MyTalpll pa3icTIHTHACLI, iMyHadepMmeHTHbI aHami3 (IPA), konbkacHas
najgiMepazHas  JaHuyrosas  paakubis  (ITLP), renatsimipaBaHHe,
CCKBCHABaHHE.

AO'eKT JacjieaBaHHS: y30pbl ChIBaApATaK 1 MJIa3Mbl KPBIBI.

MbTa npaubl: BbI3HAYBIb T€HATHINBI 1 cyOThINbl BIY, BhIABIID
MyTalbll ¥ FTeHOME Bipyca 1 allaHillb 1X 3HaY’HHE IS TApaIii.

Metanbl gacienaBaHusi: cepanariubbia (IDA), ManexynspHa-
Oismariunbis  (BeutyudsHHe JIHK wmeramam mardiTHara majazeny,
BeuTyudHHe JIHK wmeramam mnpoaupimitansi, [P, kombkachas I1JIP,
cekBenytouas [1JIP, snektpadapas, ausictka JIHK meTamam amcopOribii
Ha cimikareneBaii memOpane, aubicTka JIHK ampraram Hatpsiio,
cekBeHaBaHHe T1a CaHTEpY).

VY BBIHIKY BbIKaHAHAM Mpailbl YyCTaHOYJICHA:

1. Capox cyoremay BIY-1  paminaBay  cyOThIl A,
npajcrayneHsl A6 mnana-maarteinaMm, BbiyleHsl Y 16 3 19 y3opay
(84,2 %).

2. cyorsinn B ycranoynenst ¥ AByx npodax (10,5 %) 1 ¥ agasiM
BBIMAJIKY IBIPKYJIsiBaias pakamOinanTHeis popma CRF03 AB (5,3 %).

3. 3 19 nacnenmaBaHbIXx y30pay, K Takasajdl BBIHIKI
npaBeJ3eHbIX JacienaBaHHsy, Ba y3opax Ne 7, 11, 12, 13 1 15 Obuti
BBISIYJICHBISI JIEKaBa 3HAUHBIS MyTallbll pO3Hara y3poyHIO p33iCTIHTHACIII
Ja aHThIpAITpaBipycHail mpamaparay. Csapoa ix ma HIOT i1 HHIOT
BeIsTysieHa ma 7 mytanpid. Csapox HIOT 6suti: D67N, K70N, M184V,
K219E, A62V, KG65R, L741. V 4 (57,1 %) 3 7 y3opay cycTpakanacs
mytanpisit M184MV, acratHis MyTanbll BBIAYICHB Y  aA31HKABBIX
Beimmaakax. Csapox HHIOT 6sumi: L1001, P225H, G190S, E138A, K101E,
Y181C. V naByx Bemaakax Bei3Hauanbl 3ameHbl K103N 1 G190GS,
3'yNIeHHe SKIX BAA3€ Ja Hed(PEKTHIYHACIl JISTYIHHS MpiamapaTami
HEHYKJICO31JHara mmapary.
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ANNOTATION

Diploma — 54 p., 11 fig., 9 tab., 33 references.

Keywords: human immunodeficiency virus (HIV), molecular genetic
characteristics, genotypes, subtypes, mutations of resistance, enzyme-linked
immunosorbent assay (ELISA), quantitative polymerase chain reaction (PCR),
genotyping, sequencing.

Object of study: serum and plasma samples.

Research aims: to determine the genotypes and subtypes of HIV, to identify
mutations in the genome of the virus and to evaluate their importance for therapy.

Research methods: serological (ELISA), molecular genetic (DNA extraction
by magnetic separation, DNA extraction by precipitation, PCR, quantitative PCR,
sequencing PCR, electrophoresis, DNA purification by adsorption on a silica gel
membrane, sodium acetate sequencing, Sanger sequencing).

In the course of the research, it was established:

1. Among the subtypes of HIV-1, subtype A dominated, represented by
the A6 sub-subtype, identified in 16 of 19 samples (84.2%).

2. Subtype B was detected in two samples (10.5%) and in one case the
recombinant form CRF03_AB (5.3%) was circulating.

3. Of the 19 studied samples, as shown by the results of the conducted
studies, in samples No. 7, 11, 12, 13 and 15, drug-significant mutations of different
levels of resistance to antiretroviral drugs were detected. Among them, a NRTI and
a NNRTI for each mutation was found. Among the NRTIs were: D67N, K70N,
M184V, K219E, A62V, K65R, L74l. In 4 (57.1%) of 7 samples, the mutation
M184MV was encountered, the remaining mutations were detected in unique
cases. Among the NNRTIs were: L100l, P225H, G190S, E138A, K101E, Y181C.
In two cases, K103N and G190GS replacements were identified, the appearance of
which leads to the ineffectiveness of treatment with drugs of the non-nucleoside
series.



