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Pegpepam

Hunnomnaa paooma: Metonel 1ITM npoTreomMuku B aHaIn3€ XUMHUYECKH
MOIU(UIIMPOBAHHOTO TeMOTrjoOuHa uernoBeka: 46 crpanui, 21 pucyHkosn, 21
VCTOYHHK.

KpoBe3amenurenn Ha OCHOBE TIe€MOIJIOOMHA, TIJIyTapOBBIA aJbAETHU/,
KPOBSTHOW JIOMHHT, BBICOKOA((EKTHBHAS KHUAKOCTHAs - XpomaTorpadus macc-
CHEKTPOMETPHSL, IPOTEOMHUKA.

Ilenv pabomer: pa3paboTKa METOAMYECKUX MOAXOMOB JIA OMpPEICICHUS
MoaU(UKAIIMA TEMOTJIIOONHA TIIyTapOBBIM IHATIBAECTHAOM METOJIOM >KHIKOCTHOU
XpOMAaTO-Macc-CleKTPOMETPUH C UCIIOJIB30BAHUEM METOJI0B TPOTEOMUKH.

Memoowt Uccne008anuil: BBICOKOA((heKTHBHAS AKUJIKOCTHAS
xpoMarorpadusi, Macc-ClIeKTpOMETPHSI, IPOTEOMUKA.

IHonyuennwvie pezynromamor u ux noeusna. Pa3zpaboTaHbl METOIUYECKUE
NOAXOAbl JUIA ONpelNeseHUusT MOAM(PUIMPOBAHHOIO TIeMOTJIOOMHA 4YelOBeKa
METO/I0M JKUJKOCTHON XpOMaTO-Macc-CIIEKTPOMETPHUU € HCIIOIb30BaHUEM «bottom-
up» u «top-down» nporeomuku. [lokazaHa BO3MOKHOCTH UCIOJIB30BAaHUSI METO/IA
«bottom-up» TPOTEOMUKH JIJIsl BBISIBJICHUS ClIEHU(DPUUECKUX MENTUIOB.

Cmenens ucnonvzoeanus. IlonydeHHble pe3yabTaThl OyAyT UCHOJIb30BaHbI
npu  pa3paboOTKe METOJOB JETEKIMH MOAU(PUIMPOBAHHBIX T'€MOIJIOOMHOB.
OnHoBpeMeHHO, pa3pabOTaHHbIE MOJXOJbl MOTYT OBITh MCHOJIB30BAHbBI IS
U3ydeHus: Xapakrepa Mojudukanuu OEIKOB MpU  MOCTTPAHCISILMOHHON
MOU(DUKALIAH.

Oonacmov npumenenusn. JJONUHT-KOHTPOJIb, MEUIINHA.



Prhepam

Hovtnnomnaa paboma. Metaasl [ITM mnpatsomika § aHamize XiMi4HA
Mmajbl(ikaBaHara remaria0iny yanaBeka: 46 craponak, 21 mamonkay, 21 kpbIHina

KpoBazaMsHAIBHIKI Ha aCHOBE TreMarialiHy, TITyTapOBbI aJIbJAT1]l, KPHIBSHBI
JIOTIHT, BBICOKa’(pEeKThIYHAs BaJKacHas - Xxpamararpadis mac-ClieKTpaMeTphbls,
npatdéMika.

MbhTa paboThl: pacmpanoyka METaAbIYHBIX MNaAbIXOJay AJs BbI3ZHAUIHHS
Mazpl(ikampll reMariadiHy TIyTapoBbIM JHANBICTHAOM MeTajaM BaJIKacHal
XpaMaTta-mMac-ClieKTpaMeTphli 3 BBIKAPBICTAHHEM METaIay MPaTIOMIKI.

Memaowt oacnedasannay: BbICOKad(PEeKTHIYHAs BaJKacHas Xxpamatarpadis,
Mac-CIEeKTPaMEeTPhIs, TPaTIOMIKa.

Ampoimansia éviniki i ix Hasizna. PacipanaBanbl METaIBIYHBISA TTaIBIXOIBI
JUIsS. BBI3HAUSHHS Majbl(ikaBaHara reMarja0iHy yajaBeka MeTajaM BaJKacHal
Xpamara-Mac-CleKTpaMeTpbll 3 BbIKapbICTaHHEM «bottom-up» 1 «top-downy
npataémika. [lakazaHass MardeIMacull BbIKapbICTaHHA MeTany «bottom-up»
npaTi3EéMika JUIsl BBISIYJIEHHS ClIeUbI(PIYHBIX TENThIIAY.

Cmynens evikapvicmanna. ATpbIMaHbIs BbIHIKI OYIyIlb BBIKAPBICTAHBI TPbI
pacrpanoyisl MeTanay AdTIKIbI MaabldikaBaHbIX TreMariaOiHy. AJHaudacoBa,
pacmpariaBaHbisi IaIbIX0IbI MOTYIIb OBIIb BEIKAPBICTAHBI JIJIs1 BEIBYUIHHS XapaKkTapy
MaJbI(iKalbll OSIIKOY MPbI MOCTTPAHCIALUOHHON Maabl(DiKaIlbIi.

T'anina evikapvicmanna. J|oniHr-KaHTPOIIb, MEBIIIBIHA.



Abstract

Graduate work: Methods of PTM proteomics in the analysis of chemically
modified human hemoglobin: 46 pages, 21 figures, 21 references.

Hemoglobin-based blood substitutes, glutaraldehyde, blood doping, high
performance liquid chromatography mass spectrometry, proteomics.

The aim of the work: the development of methodological approaches for
determining hemoglobin modification by glutaric dialdehyde using liquid
chromatography-mass spectrometry using methods proteomics.

Research methods: High performance liquid chromatography, mass-
spectrometry, proteomics.

The results and their novelty. Methodical approaches have been developed
for the determination of modified human hemoglobin by liquid chromatography-
mass spectrometry using “bottom-up” and “top-down” proteomics. The possibility
of using the method of "bottom-up"” proteomics to identify specific peptides is
shown.

Stage of use. The results will be used in the development of methods for the
detection of modified hemoglobins. At the same time, the developed approaches can
be used to study the nature of protein modification during post-translational
modification.

Field of application. Doping control, medicine.



