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Pedepar
Junnomuas pabota, 41 crpanuna, 2 Tadauiel, 23 pucyHka, 11 HCTOYHHUKOB.

KiroueBbie CJI0Ba: SBOJIIOUOHHOE MOJIEJINPOBAHUE,
HACJIEACTBEHHOCTD, MYTAILIMA, TEHOTHUIL.

Obvexm uccnedosamnus — MO/JICJIb 9BOJIOIIMOHHOIO IIponecca.

Llenv pabomwvr - TOCTPOEHHWE MATEMAaTHYECKOHW MOJIETH SBOJIOIMOHHOTO
mporiecca, pa3padoTKa MPOrpaMMHON pealin3allii, OCHOBAaHHON Ha MOCTPOSHHOMU
MOJICIA W UCCIECNOBAaHUE TOBEACHUS MOJEIM IMPHU PA3IUYHBIX BXOJHBIX
rapameTrpax.

B xonme palGoTbl paccMaTpuBaIOTCS PA3NIUYHBIE ACIEKThl 3BOJIIOLHUOHHOIO
mpolecca, HMX BIUSHHE Ha KOHEUHyro mnomyisuuio. J[laetcs oOocHoBaHMe
MOCTPOEHHON MOJENN, NPOU3BOAUTCS CpPAaBHEHHE BIUSHHUS MapaMeTpoOB Ha
JNOCTUKEHUS OMNPENEICHHbIM TEHOTHUIIOM WM TPYNNOW TE€HOTUIOB 3aJaHHOTO

IIpOoNHCHTA OT IIOITYJIAIHUH.
P e3ylibmanom SABJIAIOTCA MaTeMaTndyccKasa MOACIIb 9BOJJIFOITMOHHOTI'O
mponecca OAHOro IpU3HAKa H pa3pa60TaHHa51 InmporpaMmMHasda pcajanu3anusd,

HaxoXkJIeHue Hanbosiee BECOMOro mapameTpa JaHHON MOJCIIH.

Obnacmo npumeneHus - HAyYHbIE UCCIIEIOBAHMUS.



Abstract

Diploma work, 41 pages, 2 tables, 23 drawings, 11 sources.

Key words: EVOLUTIONARY MODELING, HEREDITY, MUTATION,
GENOTYPE.

The object of the study is evolutionary model.

The purpose of the work is building a mathematical model of the evolutionary
process, development of software implementation based on the built model and
study of the behavior of the model with different input parameters.

During the work various aspects of the evolutionary process, their influence
on the final population are considered. The rationale for the constructed model is
given, and the effect of the parameters on the achievement of a given percentage of
a population’s genotype or group of genotypes is compared.

The result is mathematical model of the evolutionary process of one sign and
developed software implementation, finding the most significant parameter of this

model.

Areas of application is scientific research.



