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PE®EPAT
Junnomuast pabota 45 c., 23 puc., 26 HCTOUHUKOB.

BAPUABEJIBHOCTb, TILP-IIJIP®-AHAJIN3, MUTOXOHPUAJILHBIN
['EHOM, ITPOI'PAMMHOE OBECIIEYEHUE

OObekT wuccienoBaHus: HyKJIeoTHAHblEe mocienoBatenbHocTn JHK  Tpex
takcoHOB HacekoMmbIx: Aphididae, Coccidaeun Aleyrodidae.

Ilens paboter: Pa3paboTka mporpaMMHOTO oOecredeHusi, KOTOPOE IMO3BOJIUT
oToOpaxkaTh M HaxOJWTh BCE BO3MOXKHBIE CaWThl PECTPUKIIMM Ha H3y4aeMOM
KOJIMYECTBE HYKJICOTUIHBIX MOCIEI0BATEIILHOCTEH, KOTOPBIC 33]]aCT MOJIb30BaTENb, a
TaKke MPOBEJACHUE CPABHUTEIBHOTO aHaiW3a 3 Tpymnn HACEKOMBIX, JJIA IOHCKa
YHUKaQJIBHBIX JIJIs1 KQXKIOW IPYIIbl PECTPUKTA3

Mertonb! uccienoBaHus: OMOUHPOPMAIMOHHBIE.

B xone BbImonHeHUss pabOThl OBLIO CO3aHO MPOrpaMMHOE oOecredeHue ¢
MOMOII[BI0O  KOTOPOTO  BBIpAaBHHMBAETCS  JII00O€  KOJMYECTBO  HYKJICOTHIHBIX
nocieaoBaTeabHOCTEN. Jlanee Ha ATUX HYKJICOTHAHBIX MOCIEAOBATEIBHOCTIX HACT
MOUCK CAaUTOB PECTPUKIIUU U CTPOSITCSI PECTPUKIIMOHHBIE KapThI B 2 IBYX BapyaHTaX:
Tabmuubl U Tpaduyecku. B  xome wucciaemoBaHus ObUIM  MPOAHATU3UPOBAHBI
PECTPUKLIMOHHBIE  KapThl KaXJOW M3 HCCIEAYeMBIX 295  HYKJICOTHUIHBIX
MOCJIE0BaTEILHOCTEN TPEX TAaKCOHOB HACEKOMBIX.BbITM OOHApYyKEHBI YHUKATbHBIE
JUISL KaXJOTO TaKCOHAa PECTPUKTa3bl W PECTPUKTA3bl BCTPEYAIOIIUECS B JBYX
TaKCOHaX M OTCYTCTBYIOIIME B TPEThEM, YTO JIa€T BO3MOXHOCTh PAacHO3HATh K
KaKOMY TaKCOHY BU/]I IPUHAIJICHKUT.



PODEPAT
Heimmomuas padota 45 ¢, 23 main., 26 KpeiH.

BAPLBIABEJIBHACILD, IIP, ITJP®, MITAXAHAPBIAJIBHBI T'EHOM,
[TPATPAMMHAE 3ABACIIY9HHE

AG’ekT  pacnenmaBaHHS:  HykieaThlnHbI — macispoyHacui  JIHK  Tpox
tancoHayHacskoMmbix:Aphididae, Coccidaei Aleyrodidae.

Mbta mnpansl: CrBapsHHE mparpaMMHara 3a0sCIISTYIHHS, SKOE Ja3BOJNITH
ULTIOCTpaBallb 13HAaXO/31llb YCE€ MAardbIMbIS CAMThl PICTPHIKIIBII HaBbIBydaeMai
KOJIbKACIIIHYKJICATBIAHBIX MACIAJ0YHACUAX, SKIS3a4aclb KapbICTalbHIK, a Takcama
IpaBs3€HHE MapayHallbHara aHajidy TpOX TIpymnay HACAKOMBIX, JUIsl MOIIYKY
VHIKQJIBHBIX JIJIS1 KOKHAM IPYIIbl PICTPBIKTA3.

Mertanbl nacinenaaBanHs: OisiiH(GapMalbIHHbISA

VY Xxon3e BbIKaHaHHS Mpanbl ObUla 3po0JeHa MmparpamMma 3 Jarnamorai
SAKOMBBIpayHOYBAIOIIIa JIIOObIE KOJBKACIIl HYKJIEATBIJHBIX MacisiAOYHACIAY. 3aThiM
Ha TOTHIX HYKJEATBIIHBIX MACIAJOYHACUSX 173€ TMOIIYK cailTay p3CTPBIKIBI 1
Oyayronua p3CTPBIKUBINHBIA KapThl ¥ 2 BapbIsIHTaX: TaOmilbl 1 rpadiuHa. ¥ xoaze
nacienBaHHs  ObUIl  MpaaHai3aBaHbIsl  PAICTPBIKUBIAHBISL — KApThl  KOXHAW 3
JOCJEeNBAaHbIX 295 HyKJIEaThIOHBIX NacCsAOYHACHSAY TPOX TAaKCOHAY HACAKOMBIX.
bbutl BBIAYIEHBI YHIKAIBHBIS ISl KOJKHAara TaKCOHA PACTPBIKTA3bl 1 PACTPBIKTA3bI
AKisl CyCTpakarolla Y ABYX TaKCOHay 1 sKisl aACYTHIYAIOLb Yy TPAUIM, IITO Jae
MardbIMacllb pacna3Hallb J1a IKOra TaKCOHaHAJIEKbIIb MIYHbI BI/I.



ABSTRACT
Graduate work 45 p., 23pict.,26 references.

VARIABILITY, PCR-RFLP-ANALYSIS, MITOCHONDRIAL GENOM,
PROGRAM

Object of research: nucleic acid sequenceof three groups of insects: Aphididae,
CoccidaenAleyrodidae.

Aimofwork:Programdevelopment, which will allow to diplay and find all
possible restriction sites on study amount nucleotide sequence, which the user will
ask, also making of a differential display of three groups of insects, with the aim of
searching unique restriction endonuclease for every group.

Research methods:bioinfirmatic

In the course of the work, software was created with the help of which any
number of nucleotide sequences is aligned. Further, onthesenucleotide sequences, the
search for restriction sites is carried out and restriction maps are constructed in 2 two
versions: tables and graphically. During the study, restriction maps of all researched
295 nucleotide sequences of three taxons of insects were analyzed. There were found
unique restriction endonuclease for every taxon, and restriction endonucleases
meeting in two taxons and missing in third taxon, what gives the possibility to
determine an implement of a specie.






