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AHHOTANMUSA

O6bextT wuccnenoBanusi: BUpyc rematuta C, BBIIENEHHBIM M3 00pa3LoB
w1a3Mbl KpoBH BI'C-uH(pUIIMPOBaHHBIX MALIMEHTOB.
Ilenp uccnenoBaHMs: MOJNYYEHUE HYKIECOTUIHBIX I10CIEN0BATEIBHOCTEH,

TeHOTUIIUPOBaHUE U GUIIOTEHETHISCKUN aHanu3 Bupyca remarura C.

B  pesynprare mpoBenaéHHoro  ucciemoBanus B 20  oOpasmax
CBIBOPOTKH/TIJIa3Mbl  KPOBHM TMAlMEHTOB OBUTH OMPEACICHBl UMMYHOTJIOOYIHHBI
kiaccoB G u M k Bupycy renatuta C, a TakKe BUPYCHasl Harpy3ka - KOJIUYECTBO
xoruii PHK BI'C B 1 M1 mia3mMbl KpoBH METOJI0OM MOJIMMEPA3HOM LEMHON peakuu
c oOpaTHOM TpaHCKPUTIHMEH B PEXKUME PeaTbHOTO BPEMEHHU.

QOUIOreHETUYECKUM aHalnW3 HYKIECOTUIHBIX IIOCIEI0BATEIbHOCTEN 110
yaacTky core/E1l remoma BI'C mokasain, uro y 13 oOciemoBaHHBIX MAIUEHTOB ObLT
BeIsIBIICH moareHotun 1b (65 %) BI'C, y 5 oOciaemoBandblx [| TOATEHOTHI 3a
(25 %) u ToNBbKO y ofHOrO MareHTa ObuT BeisiBiIeH noarenotwn 4d (5 %). Kpome
TOT'0, Y OJTHOTO TTallieHTa Oblja BhIsABIeHa pekomOmHaHTHas Gopma BI'C 1 2k/1b
(5 %). Taxke OBUIO YCTAaHOBJIICHO, 4YTO (UIOTCHETHYECKUX CBS3CH MEXKITY
oOpasnamu He cymiecTBytoT. [larmentsr Obun uHUIMpoBansl BI'C u3 pa3Hbix
MCTOYHUKOB.

Takum oOpa3om, B XOA€ UCCIEAOBaHWS OBUIO YCTAaHOBICHO, YTO
JOMUHUpYromuMU siBisitotest 10 u 3a moarenorunsl BI'C. B nenom B Pecrybnuke
benapyck Ha maHHble ToAreHOTHNBI mpuxomutcs Oomee 60 % u oxomo 30 %
COOTBETCTBEHHO Bcex ciy4aeB 3aboneBaemoctu BI'C.
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AHATAILDBIA

AO'ekt nmacnmenaBaHHA: Bipyc remnatbiTy C, BbUIyYaHbl 3 y30pay IUIa3Mbl
kpbiBl BI'C-1H]i1pIpaBaHbIX NalbIeHTAY.
Mbra pgacnenaBaHHA:  aTpbIMAHHE  HYKIIEATBIAHBIX  IACIIANOYHACLAY,

reHaThInipaBaHHe 1 (iTareHeTbIYHbI aHali3 Bipyca renatoity C.

VY BBIHIKY TpaBem3eHara gacienaBaHHs ¥ 20 y30pax cCbIBapaTKi/Iuia3Mbl
KpBIBI MarbleHTay ObUII BhI3HAYaHBI IMyHarnaOymiHel kimacay G 1 M ga Bipyca
renareiTy C, a Takcama BipycHast Harpy3ka || kombkacils komid PHK BI'C y 1 mn
IUTa3Mbl  KPBIBI MeETajlaM MajliMepa3Hail JIaHI[yroBai pdiakiblli 3 3BapOTHAN
TPAHCKPBINLBIAN y PIKbIME prajibHara yacy.

dinareHeTHIYHbl aHalli3 HYKJIEATHIAHBIX TMACIAIOYHACISY TMa YYacTKy
core/El renomy BI'C makazay, mrto ¥ 13 aOciemaBaHbIX mambleHTay OBLY
BbIsTYIeHbl aareHaTsin 1b (65 %) BI'C, y 5 abcnenaBanbix || maarenatsin 3a (25
%) 1 ToNbKi ¥ ajHaro maupleHTa Obly BbIAyieHbl maareHatsin 4d (5 %). Akpams
Taro, y aJHaro raibleHTa OblTa BbisyleHa pakamOinanTHas ¢popma BI'C [ 2k/1b
(5 %). Takcama ObUIO YcTaHOYJIEHA, IUTO (HITATEHETHIYHBIX CYBSA3CH MaMik
y3opami He icHye. [TanpienTs! 66011 iHDiIBIpaBanbl BI'C 3 po3HBIX KpBIHILL

TakiMm 4YblHaM, Yy XOJ3€ JaciiellaBaHHS ObLIO YCTaHOYJIeHa, IITO
naminyroubiMi 3'synsronua 1b 1 3a naarenateinsl BI'C. YV mpabsiv y PacnyOotinbr
Benapycy Ha mgana3enbis majreHaThInbl npbinanae Oomnbin 3a 60 % 1 kans 30 %
aanaBeaHa ycix Beinaakay 3axsopsanHs BI'C.
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ANNOTATION

Object of the study: hepatitis C virus isolated from plasma samples of HCV-
infected patients.

Research objective: to obtain nucleotide sequences, genotyping and
phylogenetic analysis of the hepatitis C virus.

As a result of the study, immunoglobulins of classes G and M to hepatitis C
virus were determined in 20 samples of blood serum/plasma of patients, as well as
viral load [] the number of copies of HCV RNA in 1 ml of plasma by polymerase
chain reaction with reverse transcription in real time

Phylogenetic analysis of nucleotide sequences in the core/E1 region of the
HCV genome showed that 13 of the examined patients had a 1b (65 %) HCV
subgenotype, 5 patients had a subgenotype of 3a (25 %), and only one patient had a
4d (5 %). In addition, recombinant form of HCV [] 2k/1b (5 %) was detected at
one patient. It was also found that there are no phylogenetic connections between
the samples. Patients were infected with HCV from different sources.

Thus the study found that 1b and 3a are the dominant HCV genotypes. In
general, in the Republic of Belarus, these genotypes account for more than 60 %
and about 30 % of all cases of HCV disease, respectively.



