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OOmbekT uccnenoBanus — nzopepment C mepokcuaassl ux Xpera Armoracia
rusticana.

[lerr — mpoBeCTHM aHANW3 HYKJICOTHIHBIX IOCIECIOBATEILHOCTEH TEHOB
nepoKcuaa3sl XpeHa u3odpepmeHToB Trpynmnbsl C, CKOHCTPYHUPOBATH BEKTOp IS
AKCTIPECCUU TeHa, komupyromiero mizodpepmerntr C2 B KIETKaX MHUIIEITHATBHBIX
rpudoB.

B xo1e paboThI BRISIBICHBI CIEAYIONINE PE3YIBTATHI:

1) TlpoBeiaeH aHalW3 HYKICOTHIHBIX IOCIEAOBATEIBHOCTEH T'CHOB
nepokcuaasel  xpeHa Armoracia rusticana u3odepmentoB rpynmel  C,
IpeACTaBICHHBIX B 0a3e maHHbIX GenBank. YcranoBiieHo, 4TO BCE HCCIEayeMbIe
IEHbl UMEIOT €IMHYI0 CTPYKTYpPY: 4 3K30Ha, 3 uHTpoHA. [IoKazaHo, 4TO CXOACTBO
TIOCIIEIOBATEIIBHOCTEN 3K30HOB cocTaBisier: 71-99 % (mmst sx3ona 1), 71-100 %
(ms ax30Ha 2), 73-99 % (mns sx3oHa 3), 66-100 % (mas sx30Ha 4). OTMEUYEHO
cxoactBo  (Ha 95-100 %) mocnemoBaTenbHOCTH 3' M 5’ KOHIIOB 3K30HOB.
[TogoOpanbl mpaidiMepbl W BbIACICHBI 4 3K30HHBIE O0JACTHM IeéHa MEPOKCHUIA3bI
xpeHa uzopepmenra C.

2) CKOHCTpYMpOBaH BEKTOPBI JUISA IKCIPECCHU I'eHa IMEePOKCHIa3bl XpeHa
uzoepmenta C2 B KjeTKax MUIIETUAIIBHBIX IPUOOB HAa OCHOBE Iazmui: PEX —
A258 — Gene2a, Hecymiedi reH nepokcuaasbl xpeHa mzopepmentra C2 (hrp C2),
pK18-cat, Hecymedi ¢parmeHT reHa karanasel Penicillium adametzii  mus
oOecnieueHusi BcTpoiiku twuiazmuiabl B reHoMuyro JIHK, u pAN7-1, umeromeit B
CBOEM cocTaBe IIPOMOTOP u TEPMUHATOP reHa
rimnepansaeruadpocdaraeruaporenassl A. nidulans mis sxenpeccun hrp C2.

3) Ha ocunoBanuu I[P ananm3a oroOpaHbl 4 mTamMMma MHIICIHATBHBIX
rpuboB Penicillium adametsii, Penicillium kapuscinski, Penicillium chrysogenum
BUM F-112, Penicillium chrysogenum BWUM F-32 kak TNOTCHIUAIbHbIC
PEIUMIIUEHTHI I TpaHCHOpMAIIUY MOJTYICHHOW BEKTOPHON KOHCTPYKITHH.
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AG’ekT nacienaBaHHs — i3odepmernT C mepokcimassl 3 xp3Hy Armoracia
rusticana.

Mbhta — mpaBecili aHalli3 HYKICATBIIHBIX MACISIIOYHACITY TeHay
nepoakcimazel XpaHy i3adepmentay rpymel C, CKaHCTpysBallb BEKTap JJIA
9KCTIPACii TeHa, mTo Kaaye i3agepmenT C2 y KiIeTKax MIIDIISIIBHBIX TPHIOOY.

[Taggyac mparibl BRISTYJICHBI HACTYITHBIS BBIHIKI:

1) IlpaBen3eHnbl aHani3 HyKJIEATHIAHBIX NacisgoyHacusy i3adpepmentay C
nepakcizassl xpIoHy Armoracia rusticana, mp33eHTaBaHBIX y 0a3e JaJ3eHbIX
GenBank. YcrangBana, mTo yce H0CHeIHBIS T€Hbl MalOlb aJ31HYIO0 CTPYKTYpY: 4
9K30HBI, 3 1HTpoHBI. [lakazaHa, mTO mMagaOCHCTBA MACIAMOYHACISIY SK30HAY
ckianae: 71-99 % (nns sx3oHa 1), 71-100 % (aiist sx30Ha 2), 73-99 % (715 3x30Ha
3), 66-100 % (m1s osx30Ha 4). Am3Hauana magabcHcTBa (Ha 95-100 %)
nacisioyHacii 3’ 1 9" kaHuoy sk3oHay. IlagaOpanbl nmpaiimMepsl 1 BbUTydaHbl 4
AK30HHBIS BOOJIACIIl Te€HA Mepakcigasbl XpaHy 13adepmenty C.

2) CkaHCTpysiBaHBl BEKTap Ui OKCIpICii TI'eHa Tepakcifa3bl XpIHY
13agepmenty C2 y KiIeTKax MILPIISUIBHBIX IpblOOY Ha acHoBe muiasMia: pEX —
A258 — Gene2a, skas Hice reH mepakcizasbl xpaHy izadepmenty C2 (hrp C2),
pK18-cat, sikas msice ¢QparmenT rena karamassl Penicillium adametzii mns
3a0ecnaudHHA YOynaBanHs miasmiael ¥ reHomuyro JIHK, 1 pAN7-1, skaga mae ¥
CBalM CKJIaJ3€ MpaMoTap 1 T3pMIHATap rexa riinepanpaeriadocdaraeriiporeHassl
A. nidulans ms axcnpacii hrp C2.

3) Ha acuoe IIIIP anamizy amaOpanbl 4 ITambl MIIRJISUIBHBIX TPBIOOY
Penicillium adametsii, Penicillium kapuscinski, Penicillium chrysogenum BIM F-

112, Penicillium chrysogenum BIM F-32 sk MaToHIBIAHBIS PAIBITICHTHI IS
TpaHcgapmallbli aTpbiMaHail BeKTapHail KAHCTPYKLIBII.
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Object of research: isoenzyme C of horseradish peroxidase from Armoracia
rusticana

Aim of work: nucleotide sequences analysis of horseradish peroxidase genes
of isoenzymes C group, to construct a vector for the expression of the gene
encoding the C2 isozyme in the cells of mycelial fungi.

The following results were revealed when studies carrying out:

1) The nucleotide sequences of horseradish peroxidase genes Armoracia
rusticana of isoenzymes C group presented in the GenBank database were
analyzed. It was established that all the genes have an identical structure consisting
of 4 exons, 3 introns. It is shown that the similarity of the exon sequences is 71-
99% (for exon 1), 71-100% (for exon 2), 73-99% (for exon 3), 66-100% (for exon
4). The similarity (at 95-100%) of the sequence of 3’ and 5’ ends of exons was
noted. Primers were selected and 4 exon regions of horseradish peroxidase gene of
iIsoenzyme C were extracted.

2) The vector for the expression of the horseradish peroxidase gene of the
C2 isoenzyme was constructed for mycelial fungi cells using some plasmids: pEX-
A258-Gene2a, carrying horseradish peroxidase isoenzyme C2 gene (hrp C2),
pK18-cat, carrying the fragment of Penicillium adametzii catalase gene for plasmid
insertion into genomic DNA, and pAN7-1, which contains the promoter and
terminator of A. nidulans glyceraldehyde phosphate dehydrogenase gene for hrp
C2 expression.

3) By PCR analysis 4 strains of mycelial fungi (Penicillium adametzii,
Penicillium kapuscinski, Penicillium chrysogenum BIM F-112, Penicillium
chrysogenum BIM F-32) were selected as potential recipients for transformation of
the received vector.



