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OOBeKTHl WCCIeNOBaHUsA: W30JSITHI K. pneumoniae, BBIIEICHHBIE U3
pa3IUYHBIX O0pa3loB MAIlMEHTOB, MPOXHUBAIIUX Ha Tepputopun PecmyOnuku
benapycb, Ha 0aze PecrnyOnukaHCKOro Hay4YHO-TIPAKTHYECKOTO  IIEHTpA
SMUAEMHUOIOTUA U MUKPOOUOJIOTHH

[lens paboThl: cOOpKa Fr€HOMHOM MOCIIEIOBATEIHLHOCTH HA OCHOBE JIAHHBIX
MIOJTHOTGHOMHOT'O CEKBCHHPOBAHUS M TIPOBEJICHHWE TIEPBUYHONW MOJICKYISIPHO-
TCHETHYCCKOM  XapaKTepUCTHKH H30j1ToB K. pneumoniae ¢  moMoImibio
AHATM3UPYIOIHNX KOMITBIOTEPHBIX MPOTPaMM U CEPBUCOB.

OCHOBHBIE PE3YyJIbTATHI:

® KOPOTKHE TPOYTEHUs OBUTM COOpaHBl B TPOAOKHUTEIbHBIC KOHTHIH,
KapTUPOBaHBI Ha pedEepeHCHOM T'eHOME M TPeoOpa3oBaHbl B EIUHYIO
MOCJIEIOBATEIHHOCTD;

e OmpeeneH YPOBEHb TOMOJIOTHH H3Y4aeMbIX H30JISITOB, Pa3MEPHOCTH
KOPT€HOMa, aKIIECCOPHBIX T'E€HOMOB, a TaKXKe 3aBUCHUMOCTh POCTa
MAaHTE€HOMA C YBEIMYCHHEM KOJIUYECTBA IITAMMOB,;

e O0OHaApy)KEHBI HamMOOJICE YaCTO BCTPEYACMBbIC CEeMEHCTBAa MOOMIBHBIX
TCHETHYECKUX DJJEMEHTOB W Tmpodaru wuccieayembix u3zomsaToB K.
pneumoniae

® TIpelcKa3aHbl TEHETUYECKHE IIOCJIEeIOBATEeIbHOCTH, OTBEYAIONINE 32
peaM3aluio Pa3IMYHBIX MEXaHU3MOB AHTUOMOTHUKOYCTOWYMBOCTH TIO
OTHONIEHUIO K IIUPOKOMY CIIEKTPY JIEKAPCTBEHHBIX CPEJICTB

® oOmpejeneHbl CUKBEHC-TUIBI M3Yy4aeMbIX H30JSTOB M Ha OCHOBE T'€HOB

JOMalIHCT O XO03S1CTBA IMOCTPOCHO (1)I/IJIOFCHCTI/ILI€CKO€ ACPCBO



MIHICTAPCTBA AIYKALBII PACYBJIIKI BEJIAPYChH
BEJIAPYCKI JI35SIP’KAYHBI YHIBEPCITOT
BISLJIATTUHBI ®PAKYJIbTAT

Kadenpa mikpaoisJiorii

JAYBOBIK

Mikajait Mixannaiy

XAPAKTAPBICTBIKA 'EHOMY KLEBSIELLA PNEUMONIAE
HA ACHOBE NIAYHAT'EHOMHATI'A CEKBEHIPABAHHA

AHaranpls Aa IbITUIOMHAN paboThI

HaBykoBbI KipayHiK:
JIOKTap MEJIBIIBIHCKIX HABYK,

npadecap JI. I1. Llitroy

MMUHCK, 2018



AHATALIBIS

JlpiruioMHast pabdota, 54 ¢, 9 Tabmin, 13 MamoHkay, 76 KpbIHIIY

KmouaBsiss  cnoel:  AHTBIBIETBIKAPDO3ICTOHTHACLb, 3BOPKA
I'EHOMY, ITIAHI'EHOM, AKIDCCAPHbBI T'EHOM, T'APbI3AHTAJIbHBI
[MIEPAHOC TEHAY

AOG’exThl macnsnaBaHHs: i3amaTel K. pneumoniae, BBIAZEICHBIS 3 PO3HBIX
y30pay maubleHTay, MpakbplBarouyblx Ha TApbITOphIl PacnyOmniki benapyck, Ha 6a3ze

PacnybOnikaHckara HaByKOBa-IpaKThIYHAra UPHTPY AMIAIMISIIOT 1 MIKpaOisUIorii.

Mbta paboThl: 300pka TEHOMHBIX MACTSAJOYHACIICH HAa AacCHOBE JIaHBIX
nayHareHoOMHara CEKBEHIpaBaHHA 1 TMpaBAJ3€HHE TMAPBIYHBIA MaJeKyJsIpHa-
TeHEThIYHAN XapaKTapbICThIKI 13ayiATay K. pneumoniae 3 manamorai aHami3yr4bix

KaMIT I0TapHbIX [Iparpam Jibl C3pBicay.
ACHOYHBIS BBIHIKI:

® KapOTKisA TMpaybiTaHHI ObuTi  cabpaHblss ¥  Tpamiriblsl  KaHIITI,
KapThIpaBaHbid Ha pPIPEpPaHCHBIM TEHOME 1 TepayTBOpaHbl Y aa3iHYyIO
MacysAI0yHACIb;

e BbI3HAYaHBl Y3POBEHb TaMajoril JacleAublX 13aldTay, pa3MepHacIi
KOPr€HOMa, akKIPCCapHBIX TE€HOMAay, a Takcama 3aJeKHOCTh pOCTY
NaHT€HOMa 3 MaBsUTIYBaHHEM KOJIbKaclll ITaMMay;

® BBIAYJEHBl HAWOONBII YacTa CyCTpakaeMbld ceM’'1  MaOlLIbHBIX
reHEThIUHBIX dJIEMeHTaY 1 rmpadari gacieausix nzanaray K. pneumoniae

® TpajJKa3aHbl TEHETHIYHbIS MACISAOYVHACI, aNaBsAJaloublsl plaii3ailbll
PO3HBIX MeXaHI3May aHTBHIOIETBIKAYCTOMIIBACHI ¥  aJHOCIHAaxX Ja
IIBIPOKAra CIeKTpa JIGKaBbIX CPOJKAY;

® BLHISYICHBI CIKBEHC-THIMBI JIACAEAYbIX 13alsATay 1 HAa AacHOBE TIeHAy XaTHSH

racnaaapki nabynaBaHa ¢inareHeTbIYHae Jp3Ba.
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ANNOTATION

Thesis work, 54 p, 9 tables, 13 pictures, 76 sources

Key words: ANTIBIOTIC RESISTANCE, GENOME ASSEMBLY,
PANGENOME, ACCESSORY GENOME, HORIZONTAL GENE TRANSFER

The objects of study: isolates, obtained from different samples of patients
living in the territory of the Republic of Belarus, on the basis of The Republican

Research and Practical Center for Epidemiology and Microbiology.

Objectives of work: assembling the genomic sequence based on the data of
full genomic sequencing and carrying out the primary molecular-genetic
characteristics of isolates of K. pneumoniae with the help of analyzing computer

programs and services.
Main results:

e Short reads were collected in contigs, mapped on the reference
genome and transformed into a single sequence.

o \We determined the level of homology of the studied isolates, sizes of
the core genome, accessory genomes, and dependence pan-genome
growth with increasing amounts of the strains.

o We found the most common families of mobile genetic elements and
the prophages of the investigated isolates of K. pneumoniae.

e We have predicted genetic sequences responsible for the
implementation of various antibiotic resistance mechanisms in relation
to a wide range of drugs.

e We have identified the sequence types of the studied isolates and built

phylogenetic tree based on the housekeeping genes



