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AHHOTAIUA

OObeKkTHl MccaenoBanus: 42 mramma Gakrepuit B. pumilus, BeiaeIeHHBIX U3
paznuuHbIx pernoHoB bemapycu; 14 ¢uronaToreHHBIX IITaMMOB OakTepHil U3
naboparopun «lleHTp aHATUTUYECKNX W TEHHO-WH)XEHEPHBIX WCCIICIOBAHUN;
E. coli XL-1 Blue; mnasmuasr p63-2-2, pALL, pJMP222.

[lensto HacTosmiedl paOOThl SBISAJICA IMOUCK M MOCIEAYIONIMI aHaIu3
BHEXPOMOCOMHBIX T€HETHYECKUX 3JIeMEeHTOB OakTepuii B. pumilus.

B pe3ynbTate rccieqoBaHusi ObUIO YCTaHOBJIEHO, YTO:

— 19 mrammoB B. pumilus, n3onupoBanHBIX B mecTH oOyactsax bemapycw,
cpenu 42 wuccnenoBaHHbIX, coaepkar RC-mmasmuabl. [lnasmua  tera-tuna
cemerictB pLS20 u pBs19 cpenu uccienoBaHHBIX MITAMMOB He OOHAPYKEHO;

— mnasmuga PALLl ycremHo Komupyercs W MOAAECPKUBAETCA B KIETKaX
oaxTepuii B. pumilus;

— TpaHcopmanus kierok B. pumilus 11-1-1 nurupyromeid cmechbro,
coneprkaien miasMuny p63-2-2 u reH xsopampeHUKOIPE3UCTEHTHOCTH, MMPUBeENa
K mojydeHuro mrtamma B. pumilus, ycToWduBoro k JaHHOMY aHTHOMOTHKY H
Hecymiero mnasmuny RC-tuma. Opnako pa3Mep oOpa3oBaHHOM B pe3ysbTare
JUTUPOBAHUS TUIA3MHUJBl OKa3ajCs MEHbBIIE OXUIAEMOTo, YTO MOXET ObITh
CBSI3aHO CO CTPYKTYPHBIMU TMEPECTPOMKaMM TIa3MUbl B KJIeTKax Oaktepuid. s
BBISICHEHUS IPUYMH HEOOXOIMMO MPOBECTH CEKBEHUPOBAHKE IAHHOM TIIIa3MU/TbI

— Oecrutasmuanabid mramm B. pumilus 11-1-1 umeer Gosee MIUPOKHHA CIIEKTP
AQHTAarOHUCTUYECKOM aKTUBHOCTH MPOTHUB OaKTEpUAIBHBIX (PUTOMATOICHOB, YEM
coJiep Kallui Ia3Muay mramm 63-2-2.
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ANNOTATION

Objects of the research: 42 B. pumilus bacterial strains, isolated from the
different regions of Belarus; 14 phytopathogenic strains from the laboratory
«Centre of analytical and genetic engeneering research»; E. coli XL-1 Blue;
plasmids p63-2-2, pAL1, pJMP222.

The aim of this study was the search and subsequent analysis of mobile
genetic elements of B. pumilus.

As a result of the study was found that:

— among the 42 studied strains of B. pumilus, 19 strains, isolated from six
different regions of Belarus, contain RC-plasmids. The theta-type plasmids of the
pLS20 and pBs19 families among the studied strains were not detected;

— plasmid pAL1 is successfully copied and maintained in B. pumilus bacterial
cells;

— transformation of B. pumilus 11-1-1 cells with a ligation mixture containing
the plasmid p63-2-2 and the chloramphenicol resistance gene resulted in a B.
pumilus strain resistant to this antibiotic and which carry the RC-plasmid.
However, the size of the plasmid formed as a result of ligation was less than
expected, which may be due to structural rearrangements of the plasmid in
bacterial cells. To find out the reasons, it is necessary to carry out sequencing of
this plasmid

— B. pumilus 11-1-1 strain that does not contain plasmid has a wider spectrum
of antagonistic activity against phytopathogenic bacteria, than the plasmid-
containing strain B. pumilus 63-2-2.



