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Pedepar

JunnomHas pabota, 44 ctpaHuibl, 7 pUCYHKOB, 4 TaOIUIBI, 9 HCTOUHUKOB.

BEJIOK, BEJIOK-BEJIKOBOE B3ANMOJIEVMICTBUE,
AMUMUHOKUCIIOTA, AMHMHOKHUCIIOTHAA TIOCJIEAOBATEJIBHOCTD,
HEMPOHHAS CETb, MAIIMHHOE OFYYEHME, IIPEJCKA3AHUE
B3AVMO/IEVMCTBHSL.

Obvexkm uccredosanus — NpejcKazaHue 0eNOK-OEIKOBBIX B3aMMOICHCTBUM,
OCHOBAHHOE Ha BBIYHUCIUTEIbHBIX METO/IAX.

Llenv  pabomvr — pa3pabOTaTh aAIrOPUTM C BBICOKOM TOYHOCTHIO
npecKa3aHus 0eI0K-0eIKOBOrO B3aUMOCHCTBHS.

B xome pabotel Obuia wW3ydeHa NpeAMETHas o00JacTh, PacCCMOTPECHBI
CYILLECTBYIOLIME MOJIXObI JJIsl MpeACcKa3aHusi O0eloK-0eIKOBBIX B3aUMOJEHCTBUH,
pa3paboTaH METOJl Ha OCHOBE PA3JIMYHBIX CBOMCTB O€JKa, MPUBEACHBI PE3YyIbTaThl
UMILJIEMEHTAMU aIrOpUTMA.

Pezynomamom paboThl siBAsieTCs pa3paObOTaHHBIA alrOpUTM MNpPEICKa3aHUs
0eJIOK-0EIKOBBIX B3aUMOJICHCTBUII HA OCHOBE HEMPOHHOW CETH, IJie B KaueCTBE
BXOJHBIX JIaHHBIX B3ATbl M3BJICYEHHBIE CBOWCTBA W3 AMUHOKHUCIOTHOM
MOCJIEIOBATEIbHOCTH, IPOU3BOJUTEIBHOCTh QJITOpUTMa OblIa CpaBHEHA CO
CTaTUCTUYECKUMU METOJAMH MAIIMHHOTO 00YYEeHHUSI.

Obnacmamu npumeHenus SBISIOTCS OMOJIOTHS, OMOXUMHS U MEIUIIMHA.



Abstract

Diploma thesis, 44 pages, 7 figures, 4 tables, 9 sources.

PROTEIN, PROTEIN-PROTEIN INTERACTION, AMINO ACID, AMINO
ACID SEQUENCE, NEURONAL NETWORK, MACHINE LEARNING,
PREDICTION OF INTERACTION.

Object of research — the prediction of protein-protein interactions, based on
computational methods.

Purpose - to develop an algorithm with a high accuracy of prediction of
protein-protein interaction.

In the course of the work, the subject area was studied, existing approaches
for predicting protein-protein interactions were considered, a method based on
various properties of the protein was developed, and the results of algorithm
implementation were presented.

The result is the algorithm for predicting protein-protein interactions based
on a neural network, where the extracted properties from the amino acid sequence
are taken as input data, the performance of the algorithm was compared with

statistical methods of machine learning.
Areas of application are biology, biochemistry and medicine.



