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PE®EPAT

Junnomuas pabota — 58 c., 10 puc., 9 Tabu., 1 npui., 46 HICTOUHUKOB.

Kiaruesbie ciaoBa: BI'B, MonekynsipHO-T€HETHYECKAas XapaKTEPHUCTHUKA,
TE€HOTHIIbI, CYOTHIIbI, €SCape-MyTaluu, MyTtauuu pesucrenTHoctd, UPA HBsAg,
kosmmuectBeHHad I[P, renoTunnpoBanue.

O0beKT ucciaeqoBaHus: 00pa3ibl CHIBOPOTOK U TIa3Mbl KPOBH.

Heap padorel: onpenenuts reHotunsl BI'B, BBIABUTE MyTanuu B I€HOME
BHUpYyCa U OLIEHUTh UX 3HAYEHUE JJIS TEPAIUH.

Metoasl wucciaenoBanusi: ceposnormueckue (MDA), wmonexynspHo-
ounonornyeckue (Boaenenne JJHK MeTonoM MarHUTHOrO paszieneHusi, BblIEICHUE
JHK w™etonom oprannueckor skcrpakuuu, [P, komuuectBennas IIL[P,
cexkpenupytomas 1P, smextpodopes, ounctka JIHK metomom aacopOrmmu Ha
cuiMkareneBoid memOpane, ounctka JJHK aneratom HaTpusi, CEKBEHUPOBAHUE IO
Conrepy).

B pe3ynbrate npojienaHHON paboThl ObLIO YCTAaHOBJIEHO, YTO:

1. [IpeBanmupyrommM renoturiom siensiercss D/D2 — 42%.

2. I'enotun A/A2 no yacrote pacnpoctpanenus npuommkaerca k D2 (30%).

3. ®yukuuu OonpiMHCTBA MyTauuit S u P oOnacteit renoma BI'B Ha gaHHbII
MOMEHT HEU3BECTHBI.

4. Cpean wmyrtanmii oOpaTHOM TpPAHCKPUIITAa3bl C M3BECTHBIMU (DYHKIUSAMU
HamOosiee 4acto Bcerpewaercss Myrtauusa HI26R  —  mpenmnonoXxuTenbHO
PE3UCTEHTHOCTH K JICKAPCTBEHHBIM Mpenaparam (oOHapyxkeHa B 14 oOpasiax).

5. Cpemu wmyraumii HBsAg ¢ wu3BecTHbIMU (YHKIMSMU 4Yallle BCEro Oblia
oOHapyxeHa mytauus P127T, cHmxkaromas ypoBeHb JAETEKIUU MOBEPXHOCTHOTO
aHTureHa (Haiaena B 15 obpasmax).



PODEPAT

Jeimomnas mpara — 58 ¢., 10 man., 9 ta6:., 1 nan., 46 KpeIHiL.

KarwuaBbisg ciaoBbel. BI'B, MmanekynspHa-reHeTblYHash XapaKTapbICTBHIKA,
TCHATBINbI, CyOTHITIBI, €SCape-MmyTanbli, MyTampli paszicTdHTHacHi, [DA HBSAQ,
KOJIbKAacHasl mayiiMepasHas yaniyrosas prakiis (I1JIP), renaTeimaBanne.

AG’eKT nacjielaBaHHS. Y30Pbl CBHIPOBATKI | TIa3MBI KPBIBI.

Mbsrta padoThl: BhI3HAUBIG reHaThilbl BI'B, BbIABIIE MyTalpli ¥ reHOME
Bipyca 1 alfaHillb X 3HaY’HHE AJIs TAPaIil.

Metaasl naciaenaBanns: cepanaridabpis (IOA), ManekynspHa-OisariaHpis
(Berm3sienne JIHK meramam wmarnitHara manseny, BeiassuicHHe JJHK meramam
apraniyHaii skctpakipei, [IJIP, xompkacuas IIJIP, cexs-IUJIP, snextpadapas,
aupicTka JIHK meTtamam amcopOrnbli Ha cimikareneBait memOpane, aubictka JIHK
alnpTaTaM HATPbIIO, CCKBeHIpaBaHHe na CaHrepy).

VY BbIHIKY IIpaBeA3eHall mpallbl ObLIO BbI3HAYAHA, IITO:

1. Jaminyrousim reHatbinam 3’ synsernia D/D2 — 42%.

2. 'enateim A/A2 1o JanrdelHi pacraycroiKkBaHHs HaOmkaea na D2 (30%).

3. ®yukupn Oonbmiacii myTanesiii S u P abnacueit renomy BI'B Ha naazensl
MOMAaHT HEBSAIOMBIS.

4. Cspon MyTaublii 3BapOTHAll TPAaHCKPBINTA3bl 3 BbI3HAYAHBIMI (YHKUBIIMI
yacuel 3a IHIbIA cycTpakaenna mytaubiss HI26R — sk Mspkyenna, ssHa agka3Bae
3a YCcToMmBacIh Ja JIEKaBbIX Mpanapatay (3Hoia3eHa ¥ 14 y3opax).

5. Capon myrtansii HBSAQ 3 BbeI3HayaHbiMi (YHKIBIIMI yacled 3a ycé Oblia
BbIsiysieHa Mytaublsi P127T, skas 3HDKae Y3pOBEHb JITIKIBI MaBEepXHEBara
aHThIreHa (3HoWm3eHa ¥ 15 y3opax).



ABSTRACT

Diploma — thesis 58 p., 10 Fig., 9 Tables, 1 Appendix, 46 references.

Keywords: HBV, molecular genetic characteristic, genotypes, subtypes,
escape mutations, resistance mutation, HBsSAg ELISA, quantitative PCR,
genotyping.

Object of study: serum and plasma samples.

Research objects was to identify HBV genotypes and mutations in the viral
genome and to assess their significance for therapy.

Methods: serological (ELISA), molecular biology methods (DNA extraction
by magnetic beads method, DNA extraction by salting out method, PCR,
quantitative PCR, PCR for Sanger sequencing, electrophoresis, DNA purification
by adsorption to silica gel membranes, DNA purification by Sodium Acetate
precipitation, Sanger sequencing).

The main results of this study are:

1. The prevailing genotype is D / D2 - 42%.

2. The genotype A / A2 (30%) approaches D/D2 genotype by frequency of
propagation.

3. Functions of most mutations of S and P-regions of HBV are currently unknown.
4. Putative resistance mutation H126R is the most common among mutations of
reverse transcriptase with known functions (found in 14 samples).

5. A P127T mutation, which reduces the level of detection of the surface antigen, is
the most often detected mutation of HBsAg with known functions, founded in 15
samples.



