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Climate change is one of the most challenging issues that has motivated the scientific community to utilize wild
genetic resources. Wild species provide a rich source of potential traits to breed into cultivated varieties, including
biotic and abiotic stress tolerance. Hence, we collected the morpho-genetic variation data of newly collected
approximately 502 wild chickpea accessions belonging to 31 distinct populations. Here, we present the variation in
days to flowering, days to maturity and seed weight per plant of the collected wild germplasm grown in plastic house
conditions. Statistical analysis revealed significant variation among the collected wild populations. Variability in the
studied traits suggests the potential exploitation of these wild germplasm resources in future breeding programs for
the genetic improvement of cultivated varieties.

W3meHeHue KiaMMmara SBISETCSA ONHOM M3 HauOolee CIOXKHBIX IPOOIeM, KOTOpble NMOOYXKIAIT HAyYHOE CO-
00ILIECTBO MCIIOJIB30BATh AUKUE TeHETHYECKUE pecypcehl. Jlukue Bubl 00ecreynBatoT 00-raTblii HCTOUHHK ITOTEH-
LUAJIBbHBIX IPU3HAKOB JUIsl pa3BeACHHs B KYJIBTHBUPYEMbIE COPTa, BKIIIOYas OMOTHYECKYIO U aOMOTHYECKYIO YCTOM-
YUBOCTh K cTpeccaMm. Takum o0pa3zom, Mbl coOpain JaHHble MOP(O-T€HETHUECKUX Bapualuii BHOBb COOpPAaHHBIX
npumepHo 502 npob AuKopacTyIiero HyTta, Ipu-Hauiekamux 31 pa3inuyHbIM HOMYJSIIUSIM. 31€Ch Mbl IIPUBOANM
BapUalLMIO B JHAX K IIBETEHHIO, JHSM K 3PEJIOCTH M BECy CEMsIH Ha pacTeHHue cOOpaHHOW IMKOM 3apObIIeBOM
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IUIA3Mbl, BHIPAIIEHHOH B INIACTUKOBBIX JOMAIIHUX YCJIOBUAX. CTaTUCTUYECKUI aHAIN3 MTOKa3aJl 3HAYUTEIIbHBIC Pa3-
JIMYMS CPeM COOPAHHBIX AUKUX MOMY/ISILUHA. VI3MEHUYMBOCTh B M3yHYEHHBIX YEPTAaX CBUJICTEIBCTBYET O BO3MOKHOM
9KCIUTyaTallX 3THX JUKHUX PECYpPCOB IepMOILIa3Mbl B OyAyIIUX CENEKIMOHHBIX MPOrpaMMax JJisi TeHETUYECKOTO
YAydIIeHHs KyJIbTHBUPYEMbIX COPTOB.

Keywords: crop improvement, domestication, crop yield loss, food security, sustainable agriculture.

Knrouesvle cnosa: ymydineHue CeNbCKOXO3SMCTBEHHBIX KYJIBTYD, IPUPYYEHHE, CHIPKCHUE YPO-)KailHOCTH KYIIBTYD,
MIPOZIOBOJILCTBEHHAsI O€30MACHOCTh, YCTOMYHBOE CEIbCKOE XO3SIHCTBO.

Climate change is one of the serious problems that world has to face in the coming decades. It has a negative im-
pact on agricultural yields all over the world. Moreover, strong reduction in genetic diversity of crops caused by several
bottlenecks (Abbo et al., 2003) poses a threat to their adaptation towards these environmental changes. In such scenario,
utilization of wild genetic resources can be an effective approach to facilitate the crop improvement programs towards
climate changes and may warrant global food security.

Chickpea is the third most significant legume crop produced in the world, with Turkey as one of the major producers
and providing ample amount of proteins and vital amino acids to human body (Jukanti et al. 2012; Verma et al., 2015; FAO
STAT 2015). It is considered to have been domesticated from its wild progenitor, Cicer reticulatum around 11,000 years
ago in central Fertile Crescent that presently belongs to South Eastern part of Turkey and Syria (Zohary and Hopf, 2000).

In this experiment, during the year 2013 and 2014, we have newly collected approximately 502 wild chickpea ac-
cessions belonging to 31 distinct populations and planted them under plastic house conditions. These accessions were
assessed for different agro-morphological traits. In this study, we provide the disparity obtained in different morphological
characters including days to flowering, days to maturity and seed weight per plant of each collected germplasm.
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Figure 1 — PCA Scatterplot showing Relationship among different Species and Populations

Analyzed results showed significant variation among the collected populations and species (Figure 1). In principal
component analysis, first two components explained 96 % of the morphological variation. Phylogenetic analysis based
on three traits revealed two main groups and four sub-groups amongst 31 populations. Coefficient of variation for days to
flowering, days to maturity and seed weight per plant was in the range of 1,1-7,7, 0,9-29,3 and 13,8-60,2, respectively.
Variations obtained in the studied characters emphasize on the effective deployment of experimental wild germplasm
resources in different breeding programs aiming climate changes in the environment. Association of these traits with
molecular markers can be of much significance for further genetic studies.
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