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Pegepar

Jlutinomuast pabota 54 crpanuiisl, 10 pucyHKoB, 4 TaOIUIEI, 16 HCTOYHUKOB.

Knioueevie cnosa: Mycobacterium tuberculosis, Tect Geno Type MTBDR

plusVER  2.0,pubamrunmn, W30HWA3WA, MHOXKECTBEHHAs JICKAPCTBEHHAs
YCTOMYHUBOCT.

Oovexkm uccnedosanusn: xkomiieke M. Tuberculosis.

Ileny: ¢ wucnonb3oBanuem Tecta  GenoTypeMTBDRplusVER 2.0
OCYHIECTBUTH UAeHTU(UKaIMI0 Komiuiekca M. Tuberculosis n onpenenuTh €ro
ycToiuuBocTh K pudamruiuny ( RNP ) u/mmm nzonuazuay ( INH ).

Memoowt uccnedoeanusa: MONEKyIsipHO-TeHeTHUeCKue ( THUOpuUau3alus C
JHK- 30H1aM1),CTATUCTHYECKUE.

AKmyanvHocms membl: B HACTOAIIEE BpeMs B MHpPE €XETrOJHO
peructpupyercs 10 10 MIIH. YenoBek OanuuispHOTo TyOepKyne3a u 4-5 MIIH. 4ell.
€XKErogHO yMHUPAT OT 3Tod wuH(pekuuu. J[pyras mnpoOnema, BbI3bIBAIOLIAS
03a00YE€HHOCTh BO MHOTMX CTpaHaX MHpa- MHOKECTBEHHAsl JIEKapCTBEHHAas
ycroitunBocTh (MJIY) mukobakTepuii Tyoepkynesa. Ceronus B benapycu okoso
THICSIYM YEJIOBEK HE IMOJYYaloT JIEYEHUsI OT TyOepKyJie3a M3-3a YCTOWYUBOCTH KO
BCEM HMMEIOIIMMCS B paclopsHKEHUM MEIMKOB MpernapaToB. Mcnonb3oBanue Tecta
GenoTypeMTBDRplusVER 2.0 1o3BOJIIE€T 3HAUYUTENHHO COKPATUTh BpeEMs
UCCIICOBAHUS, YTO IIO3BOJISIET MPOBOJUTH PAHHIOK KOPPEKIHIO CXEMBbI
XUMHUOTEpAIUU Y OOJIbHBIX TYOEPKYJI€30M U CHUZUTHh BEPOSITHOCTH (DOPMUPOBAHUS
MUJTY Bo3OyauTers.

B xone wuccnenoBanusi ¢ ucnonbzoBanueM Tecta GenoTypeMTBDRplus
MPEABAPUTETbHBIN KIMHUYECKUN TUarHo3 TyOepKyse3 JIErKuX ObLT MOATBEPKICH
y 232 u3 235 OonbHbIX. B aHamusupyemoil BbIOOpKE HaOMIOACTCS SIBHOE
npeobiaianie 3a00JIeBa€MOCTH  TYOEpKYJe30M JIETKUX CpPEeAu MYXYHUH, IO
CpaBHEHHMIO C 3a00JIeBa€MOCTBhIO  CpeAu KeHIMH. HauOonpmmii  nux
3a00J1eBa€MOCTH TYOEpKyJIe30M JIETKUX Yy O0OOMX TIOJIOB MPUXOAUTCA Ha
BO3pacTHyr0 rpymmy oT 45 nmo 54 ner. UyBCTBUTENBHOCTH KOMILIEKca M.
tuberculosis K TIPOTUBOTYOEPKYJIE3HBIM MpenapaTaM BbIsiBlieHa y 120 OOJbHBIX,
HaJIM4Me PE3UCTEHTHOCTU BO30yauTens y 112 OonpHbiX. Cpenud ycTOMYHMBOTO K
npenaparam  komriuiekca M.  tuberculosis npeo0nafalnT  ciydau
MOHOPE3UCTEHTHOCTH - 63  yenoBeka. MHOXKECTBEHHash JIEKapCTBEHHAas
YCTOMYMBOCTH BO3OYAUTEINS BBIABICHA Y 49 OOJTBHBIX.



Padepar

Hpimiomuas npana 54 craposki, 10 mamionkay, 4 TaOminel, 16 KpbIHIL.
Knrwuaevia cnoewvt: Mycobacterium tuberculosis, Tact Geno Type MTBDR
plusVER 2.0, perdpamminieia, 13aHiasijg, JekaBas yCTOHTIBACIID.

Ab6'exm oacnedasanna: xomineke M. Tuberculosis.

M>ima: 3 BeikapbicTanHeM T13cTy GenoTypeMTBDRplusVER 2.0
KBIIIABIIG 1MOHTHIQIKABIIO KoMIuiekcy M. Tuberculosis 1 BBI3HAYBIIG SITO
YcroiniBacib aa peidamminbiay (RNP) 1 13aniazigy (INH).

Memaowt Oacnedasanna: MajeKyJsIpHA-TEHETBIUHBIS (T10pBIABI3ALBIA 3
JIHK- 30H1aM1), CTaTHICTHIYHBIS.

AKmyansnacyb mimsl: y 1SANEPAIIHI Yac y CBEIE IITOrOJl paricTpyenua aa
10 muH. 4damaBek OampUisipHara TyOepkyn€3y 1 4-5 MIIH. YajaBeK IITOrOJl
namMiparolib aj ratai iHdekupl. [Hmas nmpadiema, sikas BBIKJIIKae 3aKIanov4aHacilb
y MHOTIX kpaiHax CBeTy- MHOHas JiekaBas ycroumniBacub (MJIY) MikabakTapbiid
Tyoepkyne3y. Cénns ¥ bemapyci kans ThICAYbl 4YalaBEeK HE aTpPbIMIIIBAIOLb
JSYHHS a1l TyOepKyn€3y 3-3a YCTOWIIBACII J1a YCiX HaAYHBIX y pacrapaakdHHI
Menpikay mnpanapatay. BeikapeicTanHe T3cty GenoTypeMTBDRplusVER 2.0
Ja3Bajsie 3HaYHA CKapalilb dYac JaclefaBaHHs, INTO Jda3Bajisge MPaBO3ilb
PAHHIOI Kap3KUBIIO CXEMbl XIMIATIpamil ¥ XBOpPBIX Ha TyOepKysn€3 1 3HI3ILb
BeparoHacip hapmipaBanus MJIY y30ymxanbHika.

VY xomze pacnenaBanHs 3 BbikapbicTaHHeM T3cTy GenoTypeMTBDRplus
MarspdAH1 KIIHIYHBI JIBISITHA3 CYXOTHI JIETKIX ObIY manBep/xanel y 232 3 235
XBOpBIX. Y aHasi3aBaHail BBIOAPIIHI Ha31paelllia BilaBoOYHae repaBara 3aXBOpPBaHHS
Ha TyOepKkyn€3 NErkix cspoj MYKUbIH, y MapayHaHHI 3 3aXBOPBAHHEM CSIPOJI
KaH4YbIH. HallOobIIbI MK 3aXBOPBAHHS Ha TYOEpKyJ€3 NErKix y a00JByX Majjior
npeinagae Ha y3pocTtaByto rpymy ana 45 na 54 ragoy. AadyBalibHaclb KOMILJIEKCY
M. tuberculosis na cynpanbCyXOTHBIX MpdrapaTtay BbiayiaeHa y 120 XBOpbIX,
HasyHACUb P33ICTAHTHACI Y30yxanbHika ¥ 112 xBopeix. Csapox ycroitniBara aa
npanaparay KoMIUiIeKcy M.  tuberculosis  miepaBaxkarollb  BBIMAJIKI
MOHap33iCTAHTHAci - 63 uajmaBeki. MHOXHas JieKaBas YCTOMJIIBacUb
Y30y mKanbpHIKa BeIsTyJeHa ¥ 49 XBOPBIX.



Abstract

Thesis 54 pages, 10 figures, 4 tables, 16 sources.

Mycobacterium  tuberculosis,  TestGenoTypeMTBDRplusVER 2.0,
rifampicin, isoniazid, multidrug resistance.

The object of study: the complex M. Tuberculosis.

Objective: to test using GenoTypeMTBDRplusVER 2.0 carry identification
M. Tuberculosis complex and to determine its resistance to rifampicin (RNP), and
isoniazid (INH).

Methods: molecular genetics (hybridization with DNA probes) statistics.

Hot Topics: currently registered annually in the world up to 10 million.
people bacillary TB and 4.5 million. people. die annually from the disease.
Another issue of concern in many countries world- multidrug resistance (MDR)
Mycobacterium tuberculosis. Today in Belarus, about a thousand people do not
receive treatment for tuberculosis because of resistance to all available drugs
available to physicians. Using the test GenoTypeMTBDRplusVER 2.0
significantly reduces the time of the study, which allows for early correction of
chemotherapy regimens in patients with TB and to reduce the likelihood of
formation of MDR pathogen.

In a study using a test GenoTypeMTBDRplus preliminary clinical diagnosis
of pulmonary TB was confirmed in 232 out of 235 patients. In the analyzed
sample, there is a clear predominance of pulmonary tuberculosis among men,
compared with the incidence among women. The highest peak incidence of
pulmonary tuberculosis in both sexes in the age group from 45 to 54 years. The
sensitivity of M. tuberculosis complex to anti-TB drugs was found in 120 patients,
the presence of the pathogen resistance in 112 patients. Among drug resistant M.
tuberculosis complex is dominated by mono-cases - 63 people. Multiple drug
resistance was found in 49 patients.



