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AHHOTALIA

B HaCcToAICC BPCMA YCTAHOBJICHO, YTO 3(1)(1)€KTI/IBHOCTB JCUCHHA CBiA3aHa C
ICHOTUIIOM BHpPYCa ICIIaTUTA B. B cBs3u ¢ 9THM, CBOCBPCMCHHOC OIIPCACICHHUC
ICHOTHUIIA BHpPYCA, a TaAKXKC MYTaHI/Iﬁ PC3UCTCHTHOCTH B T'CHOMC BI'B saBnsercs
OCHOBOM KauE€CTBECHHOI'O JICUCHUS IMaOUCHTOB C XPOHUYCCKUM I'CIIATUTOM.

B pesynbrare mccnepgoBanus, B 8 oOpasziax ObuiM OOHApY’>KEHbI MyTallUU IO
HBsAgQ, xotopeie mpuBoisaT k Mmoaudukamusm HBsAg, cHmkaromuyMm ypoBeHb
JCTEKI[MK JTOT0 aHTUICHA B JMArHOCTHYECKUX Tectax (myrauumm P127T, P127N,
P120T, P120PS, A128V). B 2 oOpasmax ObLIM BBISBIACHBI MyTallUH,
o0yCaBIMBAIOIME PE3UCTEHTHOCTh K IpernapaTram, HCIHOJIb3yEeMbIM IPHU JICUCHUU
xpouuueckoro remarura (myranmun 801, 173L, 180M, 204V). Ilo pesyiabratam
(UIOreHeTHYECKOTO aHaIn3a UCCIEAyeMbIX 00pa3iioB ObUIH YCTaHOBJIEHBI T€HOTHUIIBI
A u D. B uccnenyemoii rpyrmme oOpa3ioB JOMHUHHUPYIOIUM okazaica D3 moarum.
beiun o6HapyxeHn 1 oOpazen npuHamiexanmii C2 noaTuy, XapakTepHbIN I CTpaH
FOro-BocTounoil A3um, 4TO CBHAETEIHCTBYET O HEOOXOAMMOCTH KOHTPOJIS 3aHOCA
BUpyCca U3-3a IMPEAENIOB CTPaHbl U COBEPLICHCTBOBAHUA NPOPHIAKTHUECKUX
MEPOIPUATHUHA.



ANNOTATION

At the present time it is established that the efficiency of treatment is associated
with genotype of the virus of hepatitis B. In this regard, timely identification of
genotype of the virus, and drug-resistance mutation in the HBV genome is the basis
of high-quality treatment of patients with chronic hepatitis.

In the result of the study, in 8 samples HBsAg mutations were found, which lead
to HBsAg modifications reducing the level of detection of antigen in the diagnostic
tests (mutations P127T, P127N, P120T, P120PS, A128V). In two samples mutations
were identified which cause resistance to drugs used in the treatment of chronic
hepatitis (mutations 80I; 173L, 180M, 204V). According to the results of
phylogenetic analysis of the samples genotypes A and D were diagnosed. D3 subtype
turned out to be a dominant one in the study group of samples. One sample was
discovered belonging to C2 subtype, which is typical for South-East Asia and
indicates the control of insertion of the virus from outside the country and
improvement of preventive measures.
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