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PE®EPAT

Jumiomuas pabota 49 c., 11 puc., 4 Tabm., 32 UCTOYHUKA.

Knrouesvie cnosa: AKCTpEeMOUITHHBIC MHUKPOOPTaHU3MBI,
sK30(hepMeHTaTHBHAs aKTUBHOCTH, m3osaT Bacillus subtilis, Beigenmenne JIHK,
MEKTPOPOPETHIECCKUI aHATN3, TEPMOYCTOMINBOCTb.

Obvexm uccredosanus: B paboOTe HCCIENOBATHCH 00paslbl MPUPOIAHBIX
U30JISITOB CIIOPOOOPA3yIONUX OaKTEpHid, BEIICTICHHBIX U3 MOYBHI.

Lenv: Brinenenune OPUPOAHBIX  HM30JISTOB CIIopooOpasyrommx
MUKPOOPTaHU3MOB, HM3YYCHHE WX OK30(EPMEHTATHBHOW aKTHBHOCTH U
oIpeielicHUE MPUHAIICKHOCTH K poay Bacillus.

Pe3ynbraThl paboThl:

B xoze BeInmoIHEHUST AUTIIIOMHOM paboThl U3 10 UCTOYHUKOB OBLIO MOTYYEHO
55 m3o0maTOB ¢ MOpdooruel, XapakTepHou I npeacTaBuTeneii poxa Bacillus.
Jlnst HUX OBUTH OTIpeNelieHbl CIICKTP M BENWYWHA (DEPMEHTATHUBHBIX aKTHBHOCTEH.
BBIJIO yCTaHOBJIEHO, YTO WCCIEAyeMbIC H3O0JISITHI 00JIATAI0T aMIJIOTUTHICCKOM,
MPOTEOTUTAYECKOM, UETUTIOJIOTUTUYECKON U TTIEKTOIUTAUYECKOM aKTUBHOCTSIMU. Tak
Ke OBUTM OmpeaesieHbl TeMIIepaTypHble HWHTEPBANBl WX (HHU3UOJIOTHUCCKOU
aKTUBHOCTH.

Wszonarer 1.2, 2.8, 3.12, 4.16, 5.13, 6.21, 7.1, 9.16 o0iagaroT MOBBILIEHHBIM
YPOBHEM 3K30()epMEHTATUBHOW aKTUBHOCTH, JIJI1 HUX OBLIN MOJIYYCHBI MTPErapaThl
torasbHOM JIHK w ammiaukonsl mociemoBaTenbHOCTH TeHa 16S  PHK,
WCITOJIB3yEeMbIC JUIsl POJOBOM U BUIOBOM MICHTH(DHUKAIINY BBIICICHHBIX H30JI9TOB U
OIICHKE MX OMOTEXHOJIOTHYECKOTO TOTCHIIHAIA.



POD®EPAT

Jeimmomnast pana 49 craponki, 11 mamonkay, 4 Tabinbl, 32 KPBIHIIIHL.

KirouaBbis CJIOBBL: KCTpeMa]iIbHbIA MiKpaapraHi3Mbl,
sKk3adepMeHTaIliyHas akteiyHacnb, i3aysar Bacillus subtilis, Beuryusnne JIHK,
aneKTpadapbITPIYHBI aHATI3, TIPMAYCTOMITIBACIID.

AOG'exT macnemaBaHHs: Y mpalbl JacieqaBaitics Y30pbl MPBIPOIHBIX 13asITay
criopaaOpa3yroublX 0aKTIPbIH, BBII3EICHBIX 3 T1€0bI.

MbTa: BBUIyYSHHE 1 JOCTEA MPBIPOAHBIX 13aJSTOB CHOpPaadpazyroUbIX
AKCTpAIMAdIEHBIX MiKpaapraHizmay, BRI3HaY3HHE iX (hepMeHTaliyHai akTiilyHacil
| mpBIHAJICKHACI 1a poay Bacillus.

BriHiki npartibl:

VY xoxa3e BeIKaHaHHA AbIIIIIOMHAN mpansl 3 10 KpeiHil ObUTIO aTphiMaHa 55
i3asTay 3 Mapdaorisi, XxapakTIpHai s npajacrayHikoy poxay Bacillus. Ins ix
ObLIl BBI3HAYAHBI CHEKTP 1 BENIUbIHSA (DEPMEHTATBIYHBIX AaKThIyHAclsy. bpuio
BbI3HAYaHa, IITO JAacCJEAHbIA MPAJCTayHIKI BaJOAAOLUb aMHJIATIThIYHAH,
paTIsUNTBIYHAN, [EeJUTIONANITIYHAN 1 MEeKTaNIThIYHAl aKThIyHaclsaMi. ['3Tak xka
OBLII AacienaBaHbl iX TEMIIEPATYPHBISI IHTAPBAIBI IX (i3isuiarnyHai akTeIyHAacII.

VY3oper 1.2,2.8, 3.12,4.16, 5.13, 6.21, 7.1, 9.16 Banomaroub NaBbIIIAHBIM
y3poyHeM dk30(epMeHTalllyHail aKThIYHACIl, TaMy JJjIsi 1X ObUIl aTpbIMaHbI
npanapatsl TataneHail JJHK 1 ammutikonsr macnsmoyuachi resa 16S PHK, sxis ¥
HACTYMHBIM MOTYIlb OBIllb 33J3€MHIYaHbl ¥ HACTyMHAN Mpaibl na 13HTbI(pIKaLbI
aTpbIMAHBIX 13AJITAY 1 APHIBI 1X OlITAXHANArTYHAra MaTIHUbISITY.



ABSTRACT

Diploma project 49 p., 11 fig., 4 table., 32 source.

Key words: extremophilic microorganisms, exoenzymatic activity,Bacillus
subtilis isolate, DNA isolation, electrophoretic analysis, thermal stability.

Object of research: the study examined samples of natural isolates of spore-
forming bacteria isolated from the soil.

Purpose: Isolation and study of natural isolates of spore-forming
extremophilic microorganisms, determination of their belonging to the genus
Bacillus.

Results of the work:

In the course of the thesis, 55 isolates with a morphology characteristic of
representatives of the genus Bacillus were obtained from 10 sources. The spectrum
and magnitude of the enzymatic activities were determined for them. It was found
that the studied samples have amylolytic, proteolytic, cellulolytic and pectolytic
activities. The temperature ranges of their physiological activity were also
determined.

Samples 1.2,2.8, 3.12,4.16, 5.13, 6.21, 7.1, 9.16 They have an increased level
of exo-enzymatic activity, so for them, total DNA preparations and amplicons of the
16S RNA gene sequence were obtained, which can later be used in subsequent work
on the identification of the obtained isolates and the assessment of their
biotechnological potential.



